Py

MEDICAL ON GROUP

MEXAYHAPOAHbIH
MEAWLWHCKWIA LEHTP

Kog, ycnyry HaumeHosaHue ycnyru
Na6oparopusa MHBUTPO
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1.1. O6weknMHUUYeckue uccneposaHua Kposu (General Clinical

Blood Tests)

KnuHuyeckun aHanua kposu: o6LWwmii aHanus, nerikocgpopmyna,
CO3 (c MuKkpockonuer maska KpOBWU NPU HaNN4YnK
natonoruyeckux casuros) (Clinical Blood Analysis: General
Blood Analysis, Leucocyte Formula, ESR (with Microscopic
Examination of Blood Smear if Presence of Pathologic
Changes))

O6wwmn ananus kposu (OAK) (6e3 nenkountapHon opmynbl U
COJ) (General Blood Analysis, without White Blood Cell (WBC)
Count and ESR)

TpombouunTbl, MMKPOCKONUS (NOACHET B OKpaLLEHHOM Maske no
meTtoay ®oHuno) (Platelets, Microscopy (Manual Platelet Count
(PLT Count): Indirect Method by Fonio))*

JlenkouutapHas popmyna (anddepeHunpoBaHHbIN NogcyeT
NenKouMTOB, NerkoLuuTorpaMma) ¢ MMKPOCKONMen Maska Kposu
npv Hanu4Mm natonorudeckux casuros (Leucocyte Formula
(Differential White Blood Cell Count) with Microscopic
Examination of Blood Smear if Presence of Pathologic
Changes)*

JlenkouutapHas popmyna (anddepeHunpoBaHHbIN NogcyeT
NenKouMTOB, nerkouuTorpaMma) ¢ obsasaTensHON «PyYHON»
MUKpockonuen maska kposu (Leucocyte Formula (Differential
White Blood Cell Count) with Manual Microscopic Examination
of Blood Smear)*

Petukynountsl (Reticulocytes)

COQ3 (ckopocTb oceganus aputpountos) (Erythrocyte
Sedimentation Rate, ESR)

2.1. UmmyHorematonorusa (Immunohematology)

"pynna kposwu (Blood Group, ABO)

Pesyc-npuHagnexHocTb (pe3syc-dakTtop) (Rh-factor, Rh)

Rh (C, E, c, e) Kell-dpeHoTtunuposanwue (Rh C (E, c, e) Kell-
Phenotyping)

AnnovMMyHHbIEe aHTUTeNa, BKINoYasa aHTuTena k Rh-aHTureny
(Anti Rh)

3.1. OueHKa cBepTbiBaloLeN cuctembl Kposu (Assessment of

Coagulation System)

AKTMBMpPOBAHHOE YacTM4YHOE (MapunansHoe)
TpombonnactuHoBoe BpeMms (AYTB (AINTB), kedanuH-
kaonnHoBoe Bpems) (Activated Partial Thromboplastin Time,
APTT)

MpoTpombuH (npoTpomburHoBoe Bpewms, MNB), MHO

(MexxgyHapogHoe HopManu3oBaHHoe oTHolleHne) (Prothrombin,

Prothrombin Time, PT, International Normalized Ratio, INR)
dakrop VI (aHTremodmneHbiv rmobynun A) (Antihemophilic
Globulin A, FVIII)

®ubpuHoreH (Fibrinogen, FG)

LeHa ycnyru

850,00

420,00

335,00

560,00

585,00
450,00

315,00

480,00
480,00

1110,00

980,00

395,00

515,00

1270,00
490,00
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194

164
1263
1264
1153
OBC103
OBC109
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16
17
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215

rTT

rTrc

I'Tb-C

3318

30
31

32
1644

33

218

1071

219

AHTUTpOMOUH lIl, % aktneHocTu (AT IIl, Antithrombin Il1, %
Activity)

TpombuHoBoe Bpems (TB) (Thrombin Time, TT)

D-gumep (D-Dimer)

MpoteunH C, % aktmBHocTu (Protein C, % Activity)
MpoteuH S ceobogHkin (Protein S, Free)

Mna3amuHoreH (Plasminogen)

emocTasmorpamma (koarynorpamma), ckpuHuHr (Coagulation,
Gemostaziogram, Screening)

FemocTasmorpamma (koarynorpaMmma) paclumpeHHas
(Hemostasiogram (coagulogram), extended

BonyaHouHbI aHTUkoarynaHT (BA) (Lupus Anticoagulant, LA )
4.1. Yrnesogpl (Carbohydrates)

Iniokosa (Glucose)

®pykTo3zamuH (Fructosamine)

"muknposaHHkIn remornobud HbA1C (HbA1C, Glycated
Hemoglobin, GHB)

ITaktaT (Lactate)

["MOKO30-TONEPaHTHbIN TECT C ONpeaeneHem rnioko3bl B
BEHO3HOW KPOBW HATOLLAK 1 Nnocne Harpysku Yepes 2 yaca (2-
Hour Oral Glucose Tolerance Test, OGTT, Glucose
Concentration (Fasting and 2 Hours after Load), Venous Blood)
["MOKO30-TONEPaHTHbIN TECT C ONpeaeneHnem rmoko3sbl n C-
nenTuaa B BEHO3HOW KPOBW HATOLLAK U NOCIe Harpysku vyepes 2
yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and
C-Protein Concentration (Fasting and 2 Hours after Load),
Venous Blood)

ntoko3oTONEpaHTHbIN TECT Npu 6epeMeHHOCTU (Nra3ma KpoBw)
(nepopanbHbIi rAKo3oTonepaHTHbIn TecT, 'TT, OF'TT) Oral
Glucose Tolerance Test, Plasma, OGTT, Pregnancy
OnpegeneHune Bo3byauTenemn oCTpbIX pecnnpaTopHbIX
BMpYCHBIX nHdekumi Yyenoseka (OPBW): PHK pecnupatopHo-
cuHuuTmaneHoro Bupyca (human Respiratory Syncytial virus,
hRSv), meTanHeBmoBmpyca(human Metapneumovirus, hMpv),
BMpycoB naparpunna 1, 2, 3 n 4-ro Tunos (human Parainfluenza
virus 1-4, hPiv), kopoHasupycos (human Coronavirus, pCov),
PVYHOBMPYCOB

4.2. lunuabl, "AMNONPOTEUHbI, anoaunonpoTenHbl (Lipids)
Tpurnuuepugbl (TT) (Triglycerides)

XonectepuH obwmn (XonectepuH) (Cholesterol Total)
XonectepuH JMBI1 (XonectepmH NnMnonpoTenHOB BbICOKOM
nnoTtHocTk, JIMNBI1, ?-xonecTtepuH) (High-Density Lipoprotein
Cholesterol, HDL Cholesterol)

XonectepuH NMHI (npsmon meTtoa) Cholesterol LDL (direct)
XonectepuH NMHI (XonectepuH nMNonpoTeNHOB HNU3KOM
nnoTtHocTK, JIMNHI, ?-xonectepuH) (Low-Density Lipoprotein
Cholesterol, LDL Cholesterol)*

XonectepuH JNNIMOHTIT (XonecTepuH nMNonpoTeNHOB O4EHb
Huskomn nnoTtHocTtu, JNIMOHTT) (Very Low-Density Lipoprotein
Cholesterol, VLDL Cholesterol)

JlunonpotewuH (a), 1M (a) (Lipoprotein (a), Lp (a))
AnonunonpotenH A1 (AnonpotenH A1, ano A1) (Apolipoprotein
A1, Apo A1)

680,00
515,00
1880,00
2385,00
3200,00
980,00
1705,00
4635,00

1285,00

345,00
965,00

860,00
920,00

1120,00

1985,00

1290,00

1680,00

395,00
390,00

425,00
420,00

400,00

680,00

1225,00

730,00
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AnonunonpoTteunH B (AnonpoTteuH B, ano B) (Apolipoprotein B,

Apo B) 735,00
XKenyHble kucnotol (Bile Acids) 2700,00
4.3. benkn n ammHokucnotbl (Proteins and Amino Acids)

AnbbymunH (Albumin) 440,00
O6wwmn 6enok (Protein Total) 385,00
Benkosble dpakumm (Serum Protein Electrophoresis, SPE,

SPEP)* 690,00
OnekTpodopes GenkoB MoYM, onpegeneHne Tuna NpoTeNHypum

(Urine Protein Electrophoresis) 1855,00
Benok beHc-[IXoHca B MOYe, CKPUHWHT C NPUMEHEHWEM
MMMYHOdMKCaUUM 1 konuyecTBeHHoe onpenenexve (Bence-

Jones Protein, Urine, Immunofixation, Quantification ) 2155,00
Benok BeHc-[IxoHca B Mo4e: UMMYHOMKCaLMS,

KONMYEeCTBEHHOE onpeaerneHne, TMNMPOBaHWE kanna, nambaa
(Bence-Jones Protein, Urine, Electrophoresis, Immunofixation,
Kappa/Lambda Typing, Quantification ) 4035,00
CBobogHble nerkue LenyM MMMyHornobynmMHoB kanna v nambaa
CbIBOPOTKM C pacyeToM nHAaekca kanna/nambaa 2870,00
CBoboaHble nerkue LenyM MmyHornobynvMHoB kanna n nambéaa B

moue (Urine immunoglobulin free light chains (FLC) kappa and

lambda) 2205,00
omouunctenH (Homocysteine) 2270,00

M-rpagueHT, TunupoBaHue. AnekTpodopes CbIBOPOTKM KPOBH,
UMMYyHOMMKCALMSA C NaHENbIo aHTUCLIBOPOTOK (pPa3denbHo K

IgG, IgA, IgM, kanna, nambaa), konmyecTBeHHasi oueHka M-

6enka (M-Gradient, Typing. Serum Protein Electrophoresis

(SPEP), Immunofixation with Antisera (IgG, IgA, IgM, Kappa,

Lambda), Quantification of M-Protein) 4570,00
M-rpagmneHT, CKPUHUHI. AnekTpodopes CbIBOPOTKM KPOBH,
MMMyHOMMKCALMSA C NONNBANEHTHON aHTUCLIBOPOTKOWN,

KonunyecTBeHHas oueHka M-6enka (6e3 Tunuposanus) (M-

Gradient, Screening. Serum Protein Electrophoresis (SPEP),
Immunofixation with Polyvalent Antiserum, Quantification of M-

Protein (without Typing)) 3140,00

4.4. OueHKa ¢pyHKuMm noyek (Assessment of renal function)
KpeaTtuHuH (Creatinine) 385,00
Knyboukoas cdounbTpauus, pacyet no opmyne CKD-EPI —

kpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-

40CKDEPI EPI Creatinine Equation) 350,00

1525

1526
26
27

13

14

Linctatun C (Cystatin C) 1490,00
KnyboukoBas cdounbTpauus, pacyet no opmyne CKD-EPI —

uuctatmH C (Estimated Glomerular Filtration Rate, eGFR, CKD-

EPI Cystatin C Equation) 810,00
MouesuHa (Urea) 385,00
MoueBas kucnota (Uric Acid) 390,00
4.5. NMurmeHTbl (Pigments)

BunmpybuH obwwuia (Bilirubin Total) 385,00
BunupyouH npsamoii (BUnmpyburH KOHBHOTMPOBAHHbIW,

cBsAzaHHbIN) (Direct Bilirubin, DBIL, Conjugated Bilirubin ) 390,00
4.6. depmeHTbl (Enzymes)

AnaHuHamuHoTpaHcdepasa (AnAT, AJT, rmyTamuHo-
NMPOBUHOrpagHasa TpaHcamuHasa, [TIT) (Alanine

Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase,

SGPT) 355,00
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20
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34
35
36

216
294
295

2111

146

203

147

204

1500
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AcnaptatamuHoTpaHcdepasa (AcAT, ACT, rmyTamuHo-
LLlaBeneBOyKCyCcHasa TpaHcaMmHasa, [MLUT)
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic

Transaminase, SGOT ) 355,00
Anbca-amunasa (?-amunasa, gnactasa) (Alpha-Amilase, ?-

Amylase) 485,00
Anbca-amunasa naHkpeatuyeckas (P-n3odepmMeHT amunasbl)
(Pancreatic ?-Amylase) 540,00

Mamma-rnytamuntpaHcnentugasa (T,
rnytamuntpaHcnentugasa) (Gamma-Glutamyl Transferase,

GGT) 380,00
KpeatuHknHasa (KpeatuHdocgokmHasa, KK, KOK) (Creatine
Kinase, CK, Creatine Phosphokinase, CPK) 540,00

KpeaTtuHknHasa-MB (KpeaTtuHdocdokmHaza-MB, KK-MB, KOK-
MB) (Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB,

CPK-MB.) 860,00
Jlunasa (Tpuauunrnuueponauunrugponasa) (Lipase) 580,00
Nakratpervgporenasa (J1AI, L-naktat, HAO+Okcupgopenykrasa)

(Lactate Dehydrogenase, LDH) 385,00

Nar-1 (Nakratoermgporexasa-1, 1- usodepment J14IN, anbda-
rmagpokcubyTtupartaermgporeHasa) (Lactate Dehydrogenase,

Isoforms 1, Lactic Acid Dehydrogenase, LDH1, Alpha-

Hydroxybutyrate Dehydrogenase, Alpha-HBDH) 400,00
XonuHactepasa (S-lNceBgoxonuHactepasa, xonuHacrepasa ll, S-

X3, auunxonuHrngponasa) (Cholinesterase,

Pseudocholinesterase, PCHE) 455,00
®ocdaTasa kucnas (KP) (Acid Phosphatase, ACP) 390,00
®ocdarasa wenoyHas (L®P) (Alkaline Phosphatase, ALP) 385,00

4.7. OueHKa COCTOAHUA UHKPETOPHOI U ceKpeTopHOU ¢-Luui
XKT (Assessment of endocrine and secretory functions of
gastrointestinal tract (Gl Tract))

actpwuH (Gastrin) 1990,00
MencuHoreH | (Pepsinogen 1) 2025,00
MencuHoreH Il (Pepsinogen 1) 2025,00
MencuHorensl | n 1l ¢ pacyeTom cooTHoweHus (MencuHorex

I/MencuHoreH Il) (Pepsinogen I/Pepsinogen I, PG1/PG2) 2300,00
4.8. Mapkepbl meTabonr3ma KOCTHOM TKaHu (Bone

Metabolism)

OcteokanbuuH (KoctHbin Gla 6enok) (Osteocalcin, N-

Osteocalcin, Bone Gla Protein, BGP) 1200,00

C-koHueBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps,
C-tepMuHanbHbIn Tenonentug, CT) (Carboxyterminal Cross-

linking Telopeptide of Bone Collagen, Collagen Cross-linked C-
Telopeptide, Beta-Cross Laps, ?-CrossLaps Serum, C-

Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum) 1515,00
OesokcunupuguHonud (OMNMO) B moye (Deoxypyridinolinein,

DPD, Urine) 2010,00
N-TepMuHanbHbIA NponenTua npokonnareHa 1 oowuin
(Procollagen Type 1 N-terminal Propeptide, P1NP, Total) 2180,00

4.9. AHTMOKCUAAHTHDbIM cTaTyc (Total Antioxidant Status, TAS)
AHTUOKCUAAHTHBIN cTaTyc (O6LWMI aHTUOKCUAAHTHBIN CTaTyC)

(Total Antioxidant Status, TAS ) 5745,00
4.10. ButamuHbl (Vitamins)

ButamuH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) 1175,00
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118 ®onuneas kucnota (Folic Acid) 1270,00 py6
AkTUBHBIN BUTamuH B12 (FonoTtpaHckobanamuH, Active-B12,

1317B12 Holotranscobalamin) 1770,00 py6
ButamuH K1 B ceiBopoTke (dmnnoxuHoH) (Vitamin K1,
877 Phylloquinone, Serum) 2625,00 py6
931 ButamuH A B ceiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2620,00 py6
ButamuH E B ceiBopoTKe (anbda-tokodepon) (Vitamin E, alpha-
932 Tocopherol, Serum) 2620,00 pyb
1581 Owmera-3 nHgekc (Omega-3 Index) 5020,00 py6
1587 KupHble kncnotsl, npocuns (omera-3, -6, -9), nnasma 9545,00 pyb6
1604 ButamuH B1 (TnamuH) 2620,00 py6
1609 ButamuH B2 (pubodpnasuH) 2620,00 py6
1610 ButamuH B3 (HukotvHamua) 2620,00 py6
1608 ButamuH B5 (naHTOTEHOBas kucnota) 2620,00 py6
1605 ButamunH B6 (nupugokcansdocdar) 2700,00 py6
1611 ButamuH B7, H (6uoTuH) 2580,00 py6
1606 ButamuH C (ackopbrHoBas kucnora) 2585,00 py6
1615 BeTta-kapoTuH 2595,00 py6
1614 PetnHun nanbmutat 2490,00 py6
1827 XUPO 1 BOOOPACTBOPUMbIE BUTAMUHBI 22730,00 pyb
25-OH ButamuH D obwwmi (25-OH Vitamin D Total, 25(OH)D, 25-
928 Hydroxycalciferol) 2335,00 pyb6
1676 KoaHaum Q10 B kpoBu 3690,00 py6
1679 8-OH-ae3okcuryaHosmH 3450,00 py6
1681 ManoHoBbI Ananbaerng 3800,00 py6

4.11. HeopraHuueckue Bewecta (Inorganic Matters)
Kanuin/HaTtpuin/Xnop B cbiBopoTke kposu (K+/Potassium,

39 Na+/Sodium, CI-/Chloride, Serum) 520,00 py6

37 Kanbuui obwmn (Ca) (Calcium Total) 380,00 py6
Kanbumit noHnsmposaHHbii (Ca2+, cBOGOAHEIN KanbLuii)

165 (lonized Calcium, Free Calcium) 625,00 py6

40 Marnun (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) 430,00 py6

41 ®octop HeopraHnyeckuii (P) (Phosphorus (P)) 385,00 py6

48 Keneso (Fe) B cbiBopoTke kpoBu (Iron (Fe), Serum) 385,00 py6

JlaTeHTHas (HeHachblWeHHas) xenes3ocsa3biBatoLLas
cnocobHocTb cbiBopoTkM Kposu (JIXKCC, HXXCC) (Unsaturated
49 Iron Binding Capacity, UIBC) 440,00 py6

4.12. Cneunduueckue 6enku (Specific proteins)

42 AnTncTpentonmanH-O (ACJ1-O, ACINO) (Antistreptolysin-O, ASO) 695,00 py6

43 C-peaktusHbii 6enok (CPB) (C-Reactive Protein, CRP) 690,00 py6

1643 BblicokouyBcTBUTENBHLIN C-peakTuBHbIN 6enok (kapauno) 655,00 py6

840 Liepynonna3muH (Ceruloplasmin) 805,00 py6

841 FanTornobuH (Haptoglobin) 870,00 py6
Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-

1210 Macroglobulin, A2M) 810,00 py6
Anbda-1-aHtutpuncuH (A1AT), koHueHTpaums (Alpha-1-

1200A1AT Antitrypsin, A1AT, AAT, Concentration) 1740,00 py6
Anbda-1-aHtutpuncuH (A1AT), dheHoTunmnposaxue (Alpha-1-

832A1A  Antitrypsin, A1AT, AAT, Phenotyping) 2750,00 py6

50 TpaHcdeppuH (Cngepodunut) (Transferrin) 800,00 py6

51 ®epputnH (Ferritin) 865,00 pyo

21 Mwuorno6uH (Myoglobin) 1375,00 py6

HaTpuiypeTtuyeckoro ropmoHa (B-tuna) N-koHLeBon nponentug

(NT-proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-
1631 Type Natriuretic Peptide) 3965,00 pyb6
157 TponoHuH-1 (Troponin-I) 1300,00 py6



Kapbornapat-gecduunTtHein TpaHcdeppuH (Carbohydrate-
838 Deficient Trancferrin, CDT)
Kap6ornapaT -AeduunTHbIN TpaHCchEPPUH C
anekTtpodoperpammont (Carbohydrate-Deficient Transferrin with
839 results on an electrophoregram (CDT))
1566 FencugnH 25 (6uoaktneHbin) (Hepcidin 25, bioactive)
PactBopumble peuentopbl TpaHcheppuHa (pTOP, Soluble
1595STFR Transferrin Receptor, sTfR)

4.13. OHKomapkepbl (Tumor Markers)

MCA o6wumn (MpocTtatuyecknin cneungruyecknii aHTureH obLuin)

103 (Prostate-Specific Antigen Total, PSA Total)

OHKopUCK MY>KCKOW: NpeacTaTeneHas xenesa (Male oncologic
OBC6B9  risk: prostate)

OueHka 3gopoBbs npoctathl (MCA obw,., MNCA cB., -2proPSA,
2113 phi)

PakoBo-ambpuroHarnbHbI aHTureH (POA,

KapuuHoambpuoHanbHbIi aHTureH) (Carcinoembryonic Antigen,
141 CEA)

CA-15-3 (YrneBogHbin aHTureH 15-3) (Carbohydrate Antigen CA-

142 15-3, Cancer Antigen CA-15-3)

CA-72-4 (YrneBogHbIn aHTureH 72-4) (Carbohydrate Antigen CA-

166 72-4, Cancer Antigen CA-72-4)

CA-19-9 (YrneBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-

144 19-9, Cancer Antigen-Gl)
LintokepatuHoBbin doparmeHT (Cyfra 21-1, doparmeHT
untokepaTtuHa 19) (Cytokeratin 19 Fragments, C-terminus of

167 Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
CA-125 (YrneBoaHbii aHTureH 125) (Carbohydrate Antigen CA-
143 125, Cancer Antigen CA-125)

HE4 (benok 4 snugnammuca yenoseka) (Human Epididymis
1281 Protein 4, HE4)

OueHka pucka paka sindHukoB no anroputmy ROMA (Risk of

Ovarian Malignancy Algorithm, anroputm pacdeTta pucka

anNuTenuanbHOro paka AMYHUKOB) (ANS XKEHLUMH 40 MeHonay3bl)

(Risk of Ovarian Malignancy Algorithm, ROMA (Before
ROMA1  Menopause))

OueHka pucka paka anyHukos no anroputMy ROMA (Risk of

Ovarian Malignancy Algorithm, anroputm pacyeTa pucka

anNuUTenManbHOro paka SMYHUKOB) (ANIS XXEHLUMH nocne

meHonaysbl) (Risk of Ovarian Malignancy Algorithm, ROMA
ROMA2  (After Menopause))

CA-242 (YrneBoaHbI aHTUreH 242, onyxonesbin mapkep CA-

1280 242) (Carbohydrate Antigen CA-242, Tumor Marker CA-242)
Beta-2-mukpornobynuH (?-2-mvukpornobynvH) B CbIBOPOTKE
208 kposu (Beta-2-Microglobulin, BMG, Serum )

HenpoHcneumnduyeckas eHonasa (HCE) (Neuron-Specific
209 Enolase, NSE)
946 XpomorpaHuH A (Chromogranin A, CgA)
1198 Benok S100 (S100 Protein)
SCC (AHTUreH NnocKoKNeTo4YHON kapumHomebl) (Squamous Cell
1296 Carcinoma Antigen, SCCA, SCCAg)
UBC (AHTUreH paka MO4eBOro ny3blps, uccrnegoBsaHve
pacTBOpMMbIX hparMeHToB LUuTokepaTuHoB 8 1 18 B Moye)

1297 (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
BeTta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-

225 Microglobulin, Urine)

171 KanbuutoHuH (Calcitonin)

92 Anbda-detonpoTenH (APIT) (a-Fetoprotein, AFP)

4100,00
5290,00
9990,00

2220,00

825,00
1415,00

4650,00

1080,00
1045,00
1525,00

1085,00

1540,00
1075,00

1580,00

2185,00

2185,00
1110,00
1510,00
2065,00
5715,00
3105,00

2645,00

2785,00

1530,00
1585,00
700,00
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100
99
174
59
60

61
6161

54

55

52

53

1612

196

197

57

58

198

199

56

65
178
1508
205

206

5.1. OueHka pyHKuuu runodpusa (Assessment of Pituitary
Function)

ALPEHOKOPTUKOTPONHbLIA rOpMOH (AKTT, KOPTUKOTPONWH)
(Adrenocorticotropic Hormone, ACTH)

ComaToTponHbI ropMoH (comatoTponuH, CTI) (Growth
Hormone, GH)

ComatomeauH C (MHcynmHononobHbIv dhaktop 1)
(Somatomedin C, Insulin-like Growth Factor 1, IGF-1)
®onnukynoctumynupytowmii ropmoH (PCI) (Follicle Stimulating
Hormone, FSH)

JTioTenHusmpytowmin ropmoH (1117) (Luteinizing Hormone, LH)
MponaktnH (Prolactin)

MakponponaktuH (Macroprolactin)*

5.2. OueHKa GyHKUMU WUTOoBUAHOM XKenesbl (Assessment of
Thyroid Function)

TupokcuH obwmn (T4 obwmn, TeTpanoaTMpoHnH obwuin) (Total
Thyroxine, TT4)

TupokcuH ceoboaHbIn (T4 cBoboaHbin) (Free Thyroxine, FT4)

TpunoaTMpoHuH o6wmn (T3 obwuin) (Total Triiodthyronine, TT3)
TpunoaTmpoHuH ceoboaHbiv (T3 cBoboaHbin) (Free
Triiodthyronine, FT3)

TpunoaTmpoHuH pesepcusHbin (T3 peBepcrBHbIN, Reverse
Triiodthyronine).

TupoKcHHCBA3bIBatOLLAs CNOCOBHOCTb (MOrMoLLeHme
TUPEOMOHBIX TOPMOHOB; MHAEKC CBA3bIBAHWUS TUPOKCUHA; UHOEKC
csoboaHoro TnpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-
Binding Capacity, TBC, Thyroxine-Binding Index, TBI, free
T4Index, fT4l)

TupeornobynuH (TI) (Thyroglobulin, TG)

AHTuTENa K TMpeornobynuny (AT-TI) (Anti-Thyroglobulin
Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies,
TgAb, Anti-Tg Ab, ATG)

AHTUTENa K TUpeonaHow nepokcuaase (AT-TINO,
MUKpocomanbHble aHTutena) (Anti-Thyroid Peroxidase
Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies,
TPOADb, Anti-TPO)

AHTUTENa K MUKpOCOManbHomn cbpakuum TnpeounToB (AT k
MUKpOCOManbHOMY aHTuUreHy tnpeouutoB, AT-MAIT, AMAT,
TUpeonaHble aHTUMUKpocomarbHble aHTuTena) (Anti-Thyroid
Microsomal Antibodies)

AHTuTENa K peuentopam TTI (AT kK peLenTopaMm TUPEOTPOMNHOro
ropMoHa B cbiBopoTke kpoBu, AT-pTTI) (Thyroid-Stimulating
Hormone Receptor Antibodies, TSH Receptor Antibodies,
TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)
TupeoTtponHbivi ropmoH (TTI, TupotponuH) (Thyroid Stimulating
Hormone, TSH)

5.3. OueHKa PpyHKLMM KOpbl HagnoyeuyHUKoB (Assessment of
adrenocortical function)

KopTtuson (MmapokopTtnsoH) (Cortisol, Hydrocortisone)
CBobogHbIvi kopTu3on, cytovHast moda (Free Cortisol, Free
Hydrocortisone, 24-Hour urine)

KopTtuson, cnioHa (Cortisol, Saliva)

AnbpocTtepoH (Aldosterone)

PeHuH (PeHuH nnasmbl kpoBu, npsimoe onpegenexue) (Direct
Renin. Plasma)

1150,00
915,00
1690,00
750,00
750,00

735,00
1545,00

710,00
705,00
715,00
710,00

6880,00

910,00

1080,00

860,00

845,00

665,00

1820,00

655,00

745,00

1160,00
1025,00
1125,00

1355.00

pyo6
pyo6
pyo6
pyo6
pyo

py6
py6

pyo
pyo
pyo
pyo

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6
py6
py6

pvo



1302ARR

64
169
168
195
170
101
1602
156
154

149

62
63

1144
1145

1158

66

189

207

161
134

172
173
148

11HOMA

AnbOocTepoH-peHnHoBoe cooTHoweHne (Aldosterone-Renin
Ratio, ARR)

5.4. OueHka aHaporeHHoro cratyca (Assessment of Androgen
Status)

TectocTepoH (Testosterone)

CsobogHbini TectocTepoH (Free Testosterone)
OurnppotectoctepoH (O T) (Dihydrotestosterone, DHT)
AngpocteHamoH (Androstenedione)

AHOpPOCTEHAMON FNIOKYPOHUA (AHAPOCTaHAMNON FIKYPOHUA)
(Androstanediol Glucuronide, 3?-Androstanediol Glucuronid, 37-
diol G)

OerngposnuaHgpoctepoH-cynbdart (J3A-S04,
Dehydroepiandrosterone sulfate, DHEA-S)
HerngpoanuaHapocTepoH (HEKOHBIOMMPOBAHHbIN)
17-keToctepoungpl (17-KC) B move (17-Ketosteroids, Urine)
17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP)
"mo6ynuH, cessbiBatowmi nonosble ropMoHbl (FCIT) (Sex
Hormone-Binding Globulin, SHBG)

5.5. 3cTporeHbl U nporectuHbl (Estrogens and Progestins)
Octpagwmon (32) (Estradiol, E2)

MporecTtepoH (Progesterone)

5.6. HectepougHblie perynsatopHble ¢paKTopbl NO0BbIX Kenes
(Nonsteroidal Gonadal Factors)

AHTUMonnepoB ropmoH (AMI) (Anti-Mullerian Hormone, AMH,
Mullerian Inhibiting Substance, MIS)

WHrmbuH B (Inhibin B)

Tpodobnactuyeckun 6eta-1-rnukonpotenH (TBIN)
(Trophoblastic beta-1-Globulin, TBG)

5.7. MoHUTOpUHTr 6epemeHHOCTH, BUOXMMUUYECKNE MapKepbl
cocroaHua nnoga (Monitoring of Pregnancy, Biochemical
Markers of Fetal Status)

XopuoHn4yecknii roHagoTponuH yenoseka (XM, 6eta-Xry, ?-
XI'Y) (Human Chorionic Gonadotropin, HCG)

CeobogHbi ?-XI'Y (cBOobOAHas ?-cybbeauHuua
XOPWMOHUYECKOro roHagoTponuHa yenoseka) (Free Human
Chorionic Gonadotropin, Free HCG)

MnaueHTapHbIA NakToreH (XoprMoHnYeckui
comatomammoTponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS,
Human Chorionic Somatomammotropin, hCS)
AccoummnpoBaHHbI ¢ 6epeMeHHOCTBI0 MPOTEUH-A Mnasmbl
(Pregnancy-Associated Plasma Protein-A, PAPP-A)
CBoboaHbin actpuon (Estriol Free, E3)

5.8. OueHKa 3HAO0KPUHHOWN QYHKLMUN NOAKENYAOUHOM XKenesbl
(Assessment of Pancreatic Endocrine Function)

WHcynuH (Insulin)

MpownHcynuH (Proinsulin)

C-nentng (C-Peptide)

OueHka MHCYNUHOPE3NCTEHTHOCTM: IMoKO3a (HaToLLaK),
WHCYNWH (HaTowwak), pacyeT nHgekca HOMA-IR (Insulin
Resistance: Fasting Glucose/Insulin, Homeostasis Model
Assessment of Insulin Resistance, HOMA-IR)

5.9. BuoreHHble amuHbl (Biogenic Amines, BA)

2060,00

735,00
1565,00
1810,00
1715,00
1805,00
745,00
1545,00
2380,00
975,00

760,00

740,00
750,00

1790,00
1655,00

675,00

685,00

910,00

1155,00

1115,00
910,00

940,00
1750,00
845,00

1215,00

py6

py6
py6
py6
py6
py6
py6
py6
py6
py6

py6

py6
py6

py6
py6

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6



KATEMN

151

950

1166

152
1270
993

102

175

222

M31

M32

M33
874
863
888

892
869
868
893
1111

873
1118
883
1491
1112

KatexonamuHbl (agpeHanvH, HopagpeHanvH, gogavuH) B
nna3sme kposu — KATENJ1 (Catecholamines:
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
Dopamine, Plasma)

KatexonamuHbl (agpeHanvH, HopagpeHanvH, godamuH) B Mmoye
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

MeTabonuTtbl KaTEXONaMUHOB U CEPOTOHUHA:
BaHWNUnNMuHaanesas kucnota (BMK), romoBaHununHosas
kucnota (BK), 5-okcunHgonykcycHas kucnota (5-OUNYK)
(Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 5-
Hydroxyindoleacetic Acid, 5-HIAA)

MeTaHedpuHbl (hpakumm) B CyTOYHOM MOYE: MeTaHepuH,
HopmeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine —
Metanephrine, Normetanephrine)

KatexonamuHbl (agpeHanvH, HopagpeHanvH, godamuH) B Mmoye
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

MmctamnH B nnasme kposu (Histamine, Plasma)

CepoToHUH B CcbiBOPOTKE KpoBw (Serotonin, Serum)

5.10. Kanbuuit-perynupyiowmne ropmoHnbi (Calcium-regulating
hormones)

MapaTtupeoungHbii ropmoH (MapaTtropmoH, napatupuH, MNTI)
(Parathyroid Hormone, PTH)

5.11. FopmoHbI uposoi TkaHu (Adipose Tissue Hormones)
JlentuH (Leptin)

5.12. Perynauusa sputponoasa (Regulation of Erythropoiesis)
OpuTponoatuH (Erythropoetin)

6.1. MuKpo3nemeHTbl B KPOBM (CbIBOPOTKA KPOBM, LieNIbHaA
KpoBb) (Microelements, Serum, Venous Blood)

OcCHOBHbIE acceHumaneHble (KM3HEHHO HEOOXOOMMbIE)
MUKpO3neMeHTbI B CbiBOpOTKe kKpoBu (Essential Vital Elements,
Essential Trace Elements, Serum)

TOKCUYHBIE MUKPO3NEMEHTLI (TSXKENblE MeTarnsbl) B BEHO3HOW
kpoBwu (Toxic Trace Elements, Toxic Heavy Metals, Venous
Blood)

MuKpoanemeHTbl B CbIBOPOTKE KPOBW 1 BEHO3HOW KPOBMU:
ckpuHuHr (Trace Elements, Serum, Venous Blood: Screening)
Kagmwuin (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum )
Ko6anbT (Co) B cbiBOpoTKE Kposu (Cobalt (Co), Serum)

Megp (Cu) B ceiBOpoTKe KpoBu (Copper (Cu), Serum )

MapraHeuy (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum)
CeneH (Se) B cbiBopoTKe KpoBu (Selenium (Se), Serum)

LiMHk (Zn) B cbiBOpOTKE KpoBM (Zinc (Zn), Serum)

Hukenb (Ni) B ceiBopoTke kposu (Nickel (Ni), Serum)

3onoTo (Au) B cbiBopoTke kpoBwu (Gold (Au), Serum)

MonubaeH (Mo) B cbiBopoTke kpoBu (Molybdenum (Mo), Serum)
Tannun (Tl) B ceiBopoTke Kposu (Thallium (TI), Serum)

Mbiwbsk (As) B cbiBopoTKe KpoBu (Arsenic (As), Serum)

Mog B ceiBopoTke (lodine, serum)

Kagmwnin (Cd) B BeHo3HOWM kpoBu (Cadmium (Cd), Blood)

2855,00

2670,00

4315,00

3585,00

2645,00
3075,00
2805,00

1185,00

1320,00

1715,00

1650,00

1650,00

4220,00
1150,00
1150,00
1150,00

1150,00
1150,00
1150,00
1150,00
1150,00

1150,00
1150,00
1150,00
1150,00
1150,00

py6

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6

py6

py6
py6
py6
py6

py6
py6
py6
py6
py6

py6
py6
py6
py6
py6



1113
1114
1115
1116
1117
1119
878

1141
814

M34
1040
1034
1035
889

1032
1038
1036
894

895

1042
1074
1037
881

1033
1479

M38

M39

M310
1004
1126
1127
1001
1138
1128

1139
1129
1130
1011
1125
1131
1019
1006
1007
1012
1005
1132
1000
1003
1010
1014

KobanbT (Co) B BeHo3HOM kpoBwu (Cobalt (Co), Blood)

Megp (Cu) B BeHo3HOM kpoBwu (Copper (Cu), Blood)
MapraHeuy (Mn) B BeHo3HoM kpoBu (Manganese (Mn), Blood)
Hukenb (Ni) B BeHo3HoM kpoBwu (Nickel (Ni), Blood)

CeneH (Se) B BeHo3HOW kpoBw (Selenium (Se), Blood)
LinHk (Zn) B BEHO3HOM KpoBwM (Zinc (Zn), Blood)

CauHel, (Pb) B BeHO3HOM kpoBu (Lead (Pb), Blood)

PTyTb (Hg) B BeHo3HOM kpoBu (Mercury (Hg), Blood)

Jlntuia (Li) B cbiBopoTKe KpoBwm (Lithium (Li), serum)

6.2. MuKpoanemeHTbl B moue (Microelements, Urine)
OcceHumnanbHble ()KU3HEHHO HEOOXOAMMBIE) U TOKCUYHbIE
MukpoanemeHTbl B Move (Essential Vital Elements, Toxic Trace
Elements, Urine)

Kagmwnin (Cd) B moye (Cadmium (Cd), Urine)

Ko6anbT (Co) B Mmoye (Cobalt (Co), Urine)

Megnp, moya, pasoBas nopuus (Copper, random urine; Cu)
Megp (Cu) B cytouHon moye (Copper (Cu), 24-Hours Urine)
MapraHey (Mn) B mode (Manganese (Mn), Urine)

CeneH ( Se) B moue (Selenium ( Se), Urine)

LinHk (Zn) B Moye (Zinc (Zn), Urine)

Hukenb (Ni) B moye (Nickel (Ni), Urine)

CauHel, (Pb) B moue (Lead (Pb), Urine)

Ptytb (Hg) B MO4e (Mercury (Hg), Urine)

Tannun (Tl) B moye (Thallium (TI), Urine)

Mbiwbsik (As) B Mmoye (Arsenic (As), Urine)

AntoMunHni (Al) B mode (Aluminum (Al), Urine)

XKeneso (Fe) B moye (Iron (Fe), Urine)

Voa (1) B moue (lodine (1), Urine)

6.3. MuKpoanemeHTbl B Bonocax (Microelements, Hair)
TokcuyHble M1KpoanemeHTbl B Bonocax (Toxic Trace Elements,
Hair)

ToKcKYHbIE 1 3CCeHLManbHbIe MUKPO3NIEMEHTLI B BONIOCaX
(Toxic Trace Elements, Essential Vital Elements, Hair)
BonbLUoW CKPUHUHF aneMeHTHoro coctasa Bonoc (Elemental
Composition of Hair: Screening )

Antomunni (Al) B Bonocax (Aluminum (Al), Hair)

Bapun (Ba) B Bonocax (Barium (Ba), Hair)

Bepvnnui (Be) B Bonocax (Beryllium (Be), Hair)

Bop (B) B Bonocax (Boron (B), Hair)

BaHnagwuii (V) B Bonocax (Vanadium (V), Hair)

BucmyT (Bi) B BONocax (Bismuth (Bi), Hair)

Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair)
"annun (Ga) B Bonocax (Gallium (Ga), Hair)
epmanun (Ge) B Bonocax (Germanium (Ge), Hair)
>Keneso (Fe) B Bonocax (lron (Fe), Hair)

3onoTo (Au) B Bonocax (Gold (Au), Hair)

Wog (1) B Bonocax (lodine (1), Hair)

Kagmwuia (Cd) B Bonocax (Cadmium (Cd), Hair)
Kanun (K) B Bonocax (Potassium (K), Hair)
Kanbuuii (Ca) B Bonocax (Calcium (Ca), Hair)
Ko6anbT (Co) B BOonocax (Cobalt (Co), Hair)
KpemHuun (Si) B Bonocax (Silica (Si) , Hair)

JlaHTaH (La) B Bonocax (Lantanum 9La), Hair)
Jlntuia (Li) B BOnocax (Lithium (Li), Hair)

Marnun (Mg) B Bonocax (Magnesium (Mg), Hair)
MapraHeu (Mn) B Boniocax (Manganese (Mn), Hair)
Megp (Cu) B Bonocax (Copper (Cu), Hair)

1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1140,00

3685,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00

2240,00
4410,00

7845,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00

1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
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1018
1016
1002
1013
1136
1134
1021
1135
1022
1017
1124
1137
1020
1008
1133
1009
1015
1140

M311

M312

M313
1076
1080
1081
1079
1120
1082
1121
1089
1090
1088
1078
1092
1084
1093
1083
1085
1107
1094
1095
1096
1097
1087
1098
1077
1099
1100
1108
1103
1091
1104
1102
1106

1075
11n9

MonubgeHn (Mo) B Bonocax (Molybdenum (Mo), Hair)
Meiwbsk (As) B Borocax (Arsenic (As), Hair)
Hatpun (Na) B Bonocax (Sodium (Na), Hair)
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)
Onogo (Sn) B Bonocax (Tin (Sn), Hair)
MnatuHa (Pt) B BONocax (Platinum (Pt), Hair)
Ptytb (Hg) B BONocax (Mercury (Hg), Hair)
Py6uaunn (Rb) B Bonocax (Rubidium 9Rb), Hair)
CauHel, (Pb) B Bonocax (Lead (Pb), Hair)
CeneH (Se) B Bonocax (Selenium (Se), Hair)
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)
CtpoHumn (Sr) B Bonocax (Strontium (Sr), Hair)
Cypbma (Sb) B Bonocax (Antimony (Sb), Hair)
Tannun (Tl) B Bonocax (Thallium (Tl), Hair)
®ocdop (P) B Bonocax (Phosphorus (P), Hair)
Xpowm (Cr) B Boniocax (Chromium (Cr), Hair)
LinHk (Zn) B BOnocax (Zinc (Zn), Hair)
Linpkonwui (Zr) B Bonocax (Zirconium (Zr), Hair)

6.4. MukpoanemeHTbl B HOrtax (Microelements, Nails)
Tokcu4yHble MUKpOo3anemeHTbl B HOrTax (Toxic Trace Elements,

Nails)

TOKCMYHbIE U 3CcCeHUMarnbHble MUKPOSNEMEHTbI B HOMTSX (TOXiC

Trace Elements, Essential Vital Elements, Nails)

BonbLUOW CKPUHUHF areMeHTHoro coctaea Horten (Elemental

Composition of Nails: Screening )

AntomunHni (Al) B Hortsx (Aluminum (Al), Nails)
Bapwuii (Ba) B HorTsix (Barium (Ba), Nails)
Bepunnuii (Be) B HorTsix (Beryllium (Be), Nails)
Bop (B) B HorTsix (Boron (B), Nails)

Banaguii (V) B HorTsix (Vanadium (V), Nails)
Bucmyt (Bi) B HorTax (Bismuth (Bi), Nails)

Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails)

Mannun (Ga) B Hortax (Gallium (Ga), Nails)
epmanun (Ge) B HorTax (Germanium (Ge), Nails)
YKeneso (Fe) B HorTsix (Iron (Fe), Nails)

3onoTo (Au) B HorTax (Gold (Au), Nails)

Wog (1) B HorTsix (lodine (1), Nails)

Kagmwuia (Cd) B Hortsax (Cadmium (Cd), Nails)
Kanun (K) B HorTax (Potassium (K), Nails)
Kanbuwui (Ca) B Hortsax (Calcium (Ca), Nails)
Ko6anbT (Co) B Hortsax (Cobalt (Co), Nails)
KpemHun (Si) B HorTax (Silica (Si), Nails)

JlaHTaH (La) B HorTax (Lantanum (La), Nails)
Jlntuia (Li) B HorTaax (Lithium (Li), Nails)

Marnun (Mg) B HorTax (Magnesium (Mg), Nails)
MapraHey (Mn) B HorTax (Manganese (Mn), Nails)
Megp (Cu) B HorTsax (Copper (Cu), Nails)
MonubaeH (Mo) B Hortax (Molybdenum (Mo), Nails)
Meiwbsk (As) B HorTsax (Arsenic (As), Nails)
Hatpui (Na) B HorTsix (Sodium (Na), Nails)
Hukenb (Ni) B Hortsax (Nickel (Ni), Nails)

OnoBo (Sn) B HorTax (Tin (Sn), Nails)

MnatuHa (Pt) B Hortax (Platinum (Pt), Nails)
PtyTtb (Hg) B HOrTsaax (Mercury (Hg), Nails)
Pybugun (Rb) B HorTsix (Rubidium (Rb), Nails)
CauHel, (Pb) B HorTax (Lead (Pb), Nails)

CeneH (Se) B HorTax (Selenium (Se), Nails)
Cepebpo (Ag) B HorTax (Silver (Ag), Nails)

CTnoniia (Sr) R Hartay (Strantinnm (S Nail)

1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00

2240,00
4410,00

7845,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00
1150,00

1150,00
1150 NN
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py6
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pyo
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1105
1110
1101
1086
1122
1123

88
89

90

91
274

1353
1377TER

917
1271

116

272

401
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95110
109
110

96

108

111

112

97

113

114

115
1458

110113

Cypbma (Sb) B HorTax (Antimony (Sb), Nails)

Tannun (TI) B HorTax (Thallium (TI), Nails)

®ocdop (P) B HorTax (Phosphorus (P), Nails)

Xpom (Cr) B HorTsix (Chromium (Cr), Nails)

LinHk (Zn) B HOrTax (Zinc (Zn), Nails)

Linpkonuia (Zr) B HorTsx (Zirconium (Zr), Nails)

7.1. lekapcTBeHHbIA MOHUTOPUHT (Drug Monitoring)
®eHobapbuTan (JTlommHan) (Phenobarbitalum)

®enutonH (OndennH, unanTtuH) (Phenytoin)
BanbnpoeBas kucnota (OenakvH, KoHsynekc) (Acidum
Valproicum, Depakin, Convulexs)

KapbamaszenuH (PuHnencuH, Terpeton) (Carbamazepine,
Tegretol)

LinknocnopwH (Cyclosporine, Cyclosporine A, Sandimmune)
Takponumyc (Agsarpad, Nporpad, MNpoTonuk, Takpocen)
(FK506, Advagraf, Prograf, Protopic, Tacrosel)
TepudnyHomug, nedpnyHomng (Metabonut) (Teriflunomide,
Leflunomide metabolite)

JTamoTpumxkuH (Lamotrigine)

JleBeTupauetam (Levetiracetam, Keppra®)

8.1. Knunuueckue tectbl (Clinical Tests)

AHanus Moum obwuii (AHann3 Mo4m obLMIA C MUKPOCKOMNMEN
ocagka) (Complete Urinalysis, Microscopic Examination)

UccnegosaHue moum no metogy HeumnopeHko (Nechiporenko’'s

Urine Test)
Kanbuuit Mmoun, kavecTBeHHbI TecT (Npoba CynkoBuya)
(Sulkowitch Urine Calcium Test)

8.2. Buoxumma moum (cytouHas skckpeums) (Urine
Biochemistry (Daily Excretion))
AnbbymuH, cyTouHasa moda (Albumin, 24-Hour urine)

AnbOymuH, pazoBas nopums Moyn (C KpeaTUHMHOM U pacyeToM
anbbyMuH/kpeaTuHuH oTHoweHus) (Albumin, random urine, with

creatinine and albumin/creatinine ratio calculation, UACR)
mokosa, cytovHas moya (Glucose, 24-Hour urine)
KpeaTuHuH, cytouHasi moya (Creatinine, 24-Hour urine)

Mpob6a Pebepra (KnupeHc aHAOreHHOro KpeaTnHUHa, CKOPoCTb
kny6oukoson duneTtpauun) (Glomerular Filtration Rate, GFR)*

Amunasa B move CYTOLIHOﬁ WU NOPLIMOHHOW 3a N3MepeHHoe

Bpemsi (Anbda-amunasa, aguactasa moum) (Amylase, 24-Hour or

Timed Urine)
MoueBuHa, cytovHas moya (Urea, 24-Hour urine)

MoueBas kucnota, cytouHas moya (Uric Acid, 24-Hour urine)
O6wmn 6enok, cytoyHas moya (Protein Total, 24-Hour urine)
Kanbuun (Ca), cytouHasa moya (Calcium (Ca), 24-Hour urine)

Kanun (K), Hatpuii (Na), cytouHasa moya (Potasium (K), Sodium

(Na), 24-Hour urine)

®ocdop (P), cytouHas mouda (Phosphorus (P), 24-Hour urine)
Okcanartbl, cyToyHas Moua (Oxalates, 24-Hour urine)

Kanbuuin, pasoBas nopums Mouu (C KpeaTUHUHOM U pacyeToMm
Kanbuuin/kpeaTnHnH oTHowweHus) (Calcium, random urine, with

creatinine and calcium/creatinine ratio calculation)

1150,00
1150,00
1150,00
1150,00
1150,00
1150,00

3575,00
3625,00

2090,00

3385,00
2715,00

2855,00
3770,00

4035,00
4035,00

425,00
505,00

285,00

560,00

875,00
345,00
345,00

425,00
420,00
340,00
370,00
370,00
375,00

390,00

395,00
1275,00

220,00
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1318110

115110

112110

1458110

OBC110

OBC111
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902
925

898
982

9950

1265

Benok, pazoBas nopums Mo4u (C KpeaTUHVHOM U pacyeToMm
HOpPManmn3oBaHHOIO MO KpeaTMHUHY nokasatens) (Protein,
random urine, with creatinine and protein/creatinine ratio
calculation)

MarHui, cytodHasa Mo4a (cyTovHas akckpeuwmst), (Magnesium, 24

h urine excretion)
MarHuii, pasoBas nopLUms Mo4m (C KpeaTUHWHOM M pac4eToMm

MarHuin/kpeaTnHuH oTHoweHus) (Magnesium, random urine, with

creatinine and magnesium/creatinine ratio calculation)
docdop, pasoBas NopLMs MOYM (C KpeaTUHMHOM U pacyeToMm
HOpMann3oBaHHOIO Mo KpeaTUHWHY nokasartens) (Phosphorus,
random urine, with creatinine and phosphorus/creatinine ratio
calculation)

MoueBas kucnoTa, pasoBasi NOpLUnsi MOYX, C KPEATUHUHOM U
pacyeTOM HOPManNU30BaHHOIO NO KpeaTUHUHY NOK-Ns
OxkcanaTbl, pa3oBas NOpPUUA MOYM (C KPEATUHUHOM N PacyeToM
HOpManun3oBaHHOIo MO KpeaTUHWHY nokasaTtens) (Oxalates,
random urine, with creatinine and oxalate/creatinine ratio
calculation)

OueHka p1cka KaMHeobpa3oBaHWs - NMUTOrEeHHbIE CyGCTaHUuN
MOuM, CyTOYHast MoYa (KanbLuui, MarHui, hocdop, okcanartbl,
MOY€EBas KUCIOTa, KpeaTMHUH CYTOYHOW MOYM C pacHeToOM
CYTOYHOW 3KCKpeLun)

OueHka p1cka kKamMHeobpa3oBaHWs - MUTOrEeHHbIE CyGCcTaHUuN
MOu4K, pa3oBasi NOPLUUs MoYM (Kanbumin, MarHui, pocdop,
oKkcarnaTbl, MOYEBaAs KMCMOTA, KpeaTUHWH pa3oBOA nopuumn
MO4M, C pacY4eTOM HOPMAaNU30BaHHbIX MO KpeaTUHUHY
rnokasarernen)

8.3. NcuxoaKTuBHbIE BelectBa B moye (Psychoactive
Substances, Urine)

HapKOTMKM N NCMXOTPONHbIE BELWECTBA - CKPUHWNHI
(KOMMMEKCHBI aHanNn3 MoYK Ha onNuaTbl, ameTamMuH,
meTamdeTamuH, KOKauH, kaHHabuHonabl n X MeTabonuThl)
(Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)

KanHabuHonabl (MapuxyaHa) B moye (Cannabinoids (Marijuana),

Urine)*

Onwuatbl (MopdumH/reporH) B mode (Opiates (Morphine/Heroin),
Urine)*

Bapbutypatbl B Mmoye (Barbiturates, Urine)*

OtaHon (ankoronb) B moye (Ethanol (Alcohol) Urine)*
«BpefHble npuBbIYKMY (AHANM3 MOYN Ha HUKOTUH,
NCUXOTPOMHbIE N HAPKOTUYECKME BELLECTBA, NCUXOAKTUBHbIE
nekapcTBeHHble npenapaTbl (HUKOTWH; NCUXOTPOMHbIE 1
HapKOTMYECKME BeLLEeCTBA, NCUXOAKTUBHbIE NTEKAPCTBEHHbIE
npenapartbl) (Pernicious Habits: Nicotine, Drugs,
Psychostimulants and Psychotropic Substances, Urine)*

8.4. UccnepoBaHue novyeuyHoro KamHa (Study of Kidney Stone)
AHanM3 XMMM4yecKoro coctaBa MoyeBbIX (MOYEYHbIX) KaMHeN
MEeTOAOM PEHTIeHOCTPYKTYpHOro aHanunsa (Compositional
Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray
diffraction analysis)

AHanM3 xMmMn4yecKoro coctaBa MoyeBbIX (MOYEYHbIX) KaMHen
MeToaoM nHdpakpacHon cnektpomeTpumn (Compositional

1565MOK Analysis of Urine (Kidney) Stones, infrared spectrometry)
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570,00
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2750,00
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4825,00

4265,00

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6
py6
py6

py6

py6

py6



158

236

240

2401

162

9.1. UccnepoBaHua Kana (Examinations of Feces, Stool
Examinations)

Konporpamma (Koprogramma, Stool)

CopepxaHue yrneBooB B Kane (peayuvpytoLime Belectsa B
kane) (Stool Sugars, Reducing Substances, Fecal)
WccnepoBaHme kana Ha CKpbITyo KpoBb, 6eH3uamMHoBas npoba
(Occult Blood Feces Analysis)

CkpbiTasi KpoBb B Karne (KoropekTanbHble KpOBOTEYEHUS),
KONMMUYECTBEHHBIN MMMYyHOXMMUMYeckuin metoa FOB Gold
(Quantitative Immunochemical Fecal Occult Blood, Test FOB
Gold)

Onactasa 1 (31), naHkpeaTnyeckas anactasa 1 (Elastase 1,
E1)

1533A1AT Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces)
15920CC OcrtaTo4Has ocMonspHocTb cTyna (Stool osmotic gap)

1338

1594

16010CT

1600CT
159rPO

242
241

237

243

244

1190

1191

3112CWH

KanenpoTekTtuH dpekanbHbivi (Fecal Calprotectin)

AHanus kana Ha sviua renbMmnHTOB (anua rnmnctoe) (PRO Stool,
Helminth Eggs)

WccnepoBaHne Ha aHTepoburos (anua ocTpuu), wnartenb
(Enterobiasis, Spatula)

WccnenoBaHue Ha aHTepobuo3 (Anua ocTpuL), TaMMoH
(Enterobiasis, Swab)

AHanus kana Ha npoctenwme (PRO Stool)

10.1. AaeHoBupycHaa uHdekuua (Adenovirus Infection)
AHTuTENa Knacca IgA k ageHoBupycy (Anti-Adenovirus IgA)
AHTUTena knacca IgG k ageHoBupycy (Anti-Adenovirus 1gG)
10.2. Ackapupaos (Ascariasis)

AHTuTena knacca IgG k aHtureHam ackapug (Anti-Ascaris
lumbricoides 1gG)

10.5. boppenunos (6onesHb Jlaiima) (Borreliosis, Lyme
Borreliosis, Lyme Disease, LD)

AHTuTena knacca IgG «k Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgG)

AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgM)

AnTuTena knacca IgG k Borrelia burgdorferi, BoisiBnsiemble
meTogom nmmyHobnottuHra (Anti-Borrelia burgdorferi IgG,
Immunoblot )

AHTUTena knacca IgM k Borrelia burgdorferi, BoisBnsemblie
meTogom BectepH-6nota (Anti-Borrelia burgdorferi IgM,
Western Blot (WB))

Boppenuu, onpegenexue IHK B cMHOBMAnNbHOM XMOKOCTH
(Borrelia burgdorferi, DNA, Synovial Fluid)*

Boppenuu, onpegenexne AHK B CNMHHOMO3roBOW XUAKOCTH

3112CMX (Borrelia burgdorferi, DNA, Cerebrospinal Fluid)*

256

257

10.6. BetpsAHasa ocna: BUPYC repneca 4yenoBeka 3 Tuna
(onoacbiBatowmit nuwain) (Varicella-Zoster Virus, VZV,
Chickenpox, Chicken Pox)

AHTUTEna knacca IgG Kk Bupycy BeTpsiHOW OocCrbl U
onosicebiBatowero nuwas (Anti-Varicella-Zoster Virus IgG, Anti-
VzV IgG)

AHTUTENa knacca IgM k Bupycy BeTpsHOM ocnbl 1
onoscbiBatoLero nuwas (Anti-Varicella-Zoster Virus IgM, Anti-
VZV IgM)

10.7. BUM-uHdekuyma (supyc ummyHoaedpuumuta yenoseka)
(Human Immunodeficiency Virus, HIV)

775,00
890,00

460,00

1340,00
2955,00
2065,00
1575,00
3770,00
540,00

520,00

500,00
625,00

930,00
930,00

1165,00

960,00

960,00

2480,00

2060,00
570,00

580,00
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1080,00

py6
py6

py6

py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6

py6

py6

py6

py6
py6

py6

py6

py6



68

363N

3102

311c-npk

311c-pot

311c-ypo

312c-ypo

313c-ypo

394

395

AnTtutena k B4 1 n 2 n anturen BUY 1 n 2 (HIV Ag/Ab Combo)

620,00

py6

BWY-1, onpegenenve PHK B nnasme kposu (HIV RNA, Plasma)* 14270,00 py6

Bupyc nmmyHogedmumTa Yenoseka TMna 1, ka4eCcTBEHHOE
onpegeneHne PHK (Human immunodeficiency virus, quality,
RNA) B cbIBOPOTKE KPOBM

10.8. BMY-uHdeKuyua, nanunnomasupycHasa uHdekuma (supyc
nanuanombl yenoseka) (Human papillomavirus, HPV, HPV

Infection)

Bupyc nanunmnomel YenoBeka BbICOKOrO OHKOFEHHOIO pucka,
ckpuHuHr 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegenenue IHK B cockobe anuTenmanbHbIX
KneTok crnmancton npamon kuwkn (HPV DNA, Scrape of Rectal
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68) Screening )*

Bupyc nanunnomel YenoBeka BbICOKOrO OHKOFEHHOIO pucka,
ckpuHuHr 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegeneHue IHK B cockobe anuTenmanbHbIX
knetok potornotku (HPV DNA, Scrape of Faucial Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68) Screening )*

Bupyc nanunmnomel YenoBeka BbICOKOrO OHKOFE€HHOIo pucka,
ckpuHuHr 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
66, 68 + KBM, onpegenenue [IHK B cockobe anuTenmanbHbIX
KneTok yporeHutansHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanunnomel YenoBeka BbICOKOrO OHKOFEHHOIO pucka,
onpeagenerne JHK 16 n 18 Tunoe + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))

Bupyc nanunmnomel YenoBeka BbICOKOrO OHKOFEHHOIO puUcka,
reHoTunnposanue AHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM B cockobe anutennanbHbIX KNeTok
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68))

Bupyc nanunnombl YenoBeka BbICOKOrO OHKOrEHHOIo pucka,
OanpxkuH-TecT (MeTon «rmbpuaHOro 3axearta»), onpeaeneHne
IOHK 13 Tunoe: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68
(Digene HPV Test, Hybrid Capture Technology, 13 Types (16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68))

Bupyc nanunnomel YenoBeka HU3KOrO OHKOTEHHOIO puckKa,
OanpxuH-TecT (MeTon «rmbpuaHOro 3axearta»), onpeaeneHue
OHK 5 tunos: 6, 11, 42, 43, 44 (Digene HPV Test, Hybrid
Capture Technology, 5 Types (6, 11, 42, 43, 44))

Bupyc nanunnomel YenoBeka HU3KOrO OHKOTEHHOTO purckKa,
onpegenexnne OHK 3 tunos: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHuTanbHoro Tpakta (HPV DNA,

399C-YPO Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanunnombl YenoBeka HU3KOrO OHKOTEHHOIO prckKa,
onpegenexnne OHK 3 tunos: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNETOK crinamucton npsimon kuwkn (HPV DNA,

399C-npk Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))

3315,00
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399C-pot

Bupyc nanunnomel YenoBeka HU3KOrO OHKOTEHHOTO prcCkKa,
onpegenenne OHK 3 Tunos: 6, 11, 44 B cockobe

anuTenuanbHblx knetok potornoTkm (HPV DNA, Scrape of

Faucial Epithelial Cells, 3 Types (6, 11, 44)) 725,00
Bupyc nanunnomsl yenoseka, onpegenenve AHK 4 Tunos: 6, 11,

16, 18 + KBM B cockobe anuTenuanbHbIX KNeToK

yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital

374C-YPO Epithelial Cells, 4 Types (6, 11, 16, 18) Screening ) 770,00

OnddepeHumnpoBaHHoe onpeaenenune HK BINY (Bupyc
nanunnomel Yernoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68 + KBM B cockobe anutenunarnbHbIX KNeTok
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56,

377C-YPO 58, 59, 66, 68) Screening) 1410,00

Bupyc nanunnomsl yenoseka, onpegenedne AHK 21 tuna: 6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66,
68, 73, 82 + KBM B cockobe anutenuanbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44,

391C-YPO 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82)) 3045,00

305mou4

305cn

305ypo

297

299

1665

71
72

328CB

73

74

10.9. NapgHepennes (rapaHepenna) (Gardnerella vaginalis)
apgHepenna, onpegenexne JHK B moye (Gardnerella
vaginalis, DNA, Urine)* 465,00

MapaoHepenna, onpegenenne [JHK B cekpeTe npocTaThl,
asikynste (Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)* 465,00

apaHepenna, onpenenenne [JHK B cockobe anuTennanbHbIxX
KNeToK yporeHutaneHoro Tpakta (Gardnerella vaginalis, DNA,

Scrape of Urogenital Epithelial Cells)* 485,00
10.10. FrenbmuHTO3 (Helminthiasis)

AHTUTENA K aHTUreHam HemaTtog poaa Anisakis 1gG 880,00
AHTUTEna k aHTureHam Kutavickon gByyctku Clonorchis sinensis

IgG 1115,00

10.11. FTemodunbHan uudpekuua (Haemophilus influenzae)

AHTUTENa Kk remodmnbHON nanoyke Tuna b, IgG (AHTUTENa

knacca IgG k nonupubosnnpubnutondocdary)
(polyribosylribitolphosphate, PRP) (Haemophilus influenzae

Tuna b (HiB), anti-PRP Haemophilus influenzae b IgG) 1970,00
10.12. FenaTtut A BUpYCcHaa uHbeKuuA (BUpycC renatura A,

Hepatitis A Virus, HAV)

AHnTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) 895,00
AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 1140,00
Bupyc renatuta A, onpegenenne PHK B ceiBopoTke kposu (HAV

RNA, Serum)* 980,00

10.13. Fenatut B BUpycHasa uHdpeKuua (Bupyc renatura B,

Hepatitis B Virus, HBV)

HBs-aHTUreH Bupyca renatnta B (HBs-aHTureH, noBepXHOCTHbI
aHTUreH Bupyca renatuta B, «aBcTpanuinckuiny aHTureH),
KayecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen,

Qualitative) 530,00

HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 885,00
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AHTUTena knaccos IgM u IgG k HB-core aHTureHy Bupyca
renatuTa B, cymmapHo (Anti-HBc IgM, IgG, Antibodies to
Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total
75 Antibodies (IgG + IgM)) 845,00 pyo
AHTuTENa knacca IgM k HB-core aHTuUreHy Bupyca renatuta B
(Anti-HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core

76 Antibodies IgM) 1030,00 py6
AHTuTENna k HBe-aHTureny Bupyca renatuta B (Anti-HBe,

77 HBeADb) 845,00 py6
AHTuTENa Kk HBs-aHTureHy Bupyca renatuta B (Anti-HBs,

78 HBsADb) 875,00 py6

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepxHOCTHbIN
aHTUreH BuUpyca renatuta B, «aBcTpanuinickuiiy aHTUreH),
KonuyecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen,

87 Quantitative) 1635,00 py6
Bupyc renaTtuta B, onpegenenue IHK B cbiBOpOTKE KPOBY,

319CB kayectBeHHoe (HBV DNA, Serum, Qualitative)* 735,00 pyo
Bupyc renaTtuta B, onpegenenue IHK B cbiBOpOTKE KPOBY,

320CB konuyecteeHHoe (HBV DNA, Serum, Quantitative)* 4595,00 py6

10.14. renatut C BupycHasa uHbekuus (Bupyc renatura C,
Hepatitis C Virus, HCV)
AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo
79 (Anti-HCV Total (IgG + IgM))* 755,00 py6
AHTuTena knacca IgG k aHTureHam Bupyca renatuta C,
BbIsIBNiEMble METOAOM MMMYyHOGNoTTUHra (Anti-HCV IgG,

1143 Immunoblot) 6345,00 py6
Bupyc renatuta C, onpegenexve PHK B cbiBOpoTKe KpoBM,

321CB kayectBeHHoe (HCV RNA, Serum, Qualitative)* 960,00 pyo
Bupyc renatuta C, onpegenexHve PHK B nna3me kposu,

3231 konmyectBeHHoe (HCV RNA, Plasma, Quantitative)* 12235,00 py6

Bupyc renatuta C, onpegenenve PHK B nnaswme,
reHoTunuposaHue ¢ cybtunamum (Tunel 1 (cy6Tunel 1a n 1b), 2, 3)
(Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes
324Mn (Types 1 (Subtypes 1a, 1b), 2, 3))* 1605,00 py6
Bupyc renatuta C, konnyectseHHoe onpeaenexHve PHK Bupyca
1 reHoTunuposaHwue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV)

324 RNA, Quantitative PCR, Genotyping (Types 1, 2, 3)) 4420,00 py6
Bupyc renatuta C (CITO), onpegenenvne PHK B nnasme kposu,
323C-MN  konuuecteeHHoe (HCV RNA, Plasma, Quantitative)* 20940,00 py6

Bupyc renaTtuta C, onpenenenne PHK B cbiBOpOTKe KpoBUM
meTtogom MNUP, konuyectBeHHoe (HCV RNA, Serum,
350CB Quantitative, PCR)* 3605,00 pyb

Bupyc renatuta C (BI'C), ynbTpadyBCTBUTENLHOE ONpeaeneHme
3500CB  PHK BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) 3645,00 py6

UHTepnenkuH-28B (UJ1-28B), reHoTunMpoBaHue (uccregoBaHve
reHeTU4YEeCKNX MapKepoB, onpeaensitowmnx 3MeKTUBHOCTb
rne4yeHns xpoHuyeckoro renatuta C nuHtepgpepoHom n
pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of
Genetic Markers Determining Effectiveness of Treatment of
2447 Chronic Hepatitis C in Interferon and Ribavirin)) 1420,00 py6
10.15. FenaTtut D BMpycHas uudekuma (Bupyc renatura D,
Hepatitis D Virus, HDV)
1268 AHnTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 925,00 py6
AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo
1269 (Anti-HDV Total (IgG + IgM)) 925,00 py6



Bupyc renatuta D, onpegenexve PHK B cbiBopoTke kpoBu (HDV
325CB RNA, Serum)* 935,00 py6
10.16. Fenatut E BUpycHaa nHdekumsa (supyc renatura E,
Hepatitis E Virus, HEV)
227 AHTMTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1040,00 py6
228 AnTuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG) 1050,00 py6

10.17. Fenatut G BUpycHasa uHdekuma (Bupyc renatuta G,
Hepatitis G Virus, HGV)
Bupyc renatuta G, onpegeneHune PHK B cbiBOpoTKe KpOBU
326CB (HGV RNA, Serum)* 1000,00 py6

10.18. Fepnec (repnec-Bupycbl Yenoseka 1 u 2 Tunos., Herpes
simplex virus, HSV-1, HSV-2)
AHTUTena knacca IgG k Bupycy npoctoro repneca 1 n 2 Tunos

122 (Anti-HSV-1, 2 1gG) 845,00 pyo
AHTUTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-

1222 HSV-1 1gG) 875,00 pyo
AHTUTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-

1223 HSV-2 IgG) 760,00 pyo
AHTUTENa knacca IgM k Bupycy npoctoro repneca 1 1 2 Tmnos

123 (Anti-HSV-1, 2 IgM) 800,00 pyo
AHTuTena knacca IgG, onpeaeneHne aBUaAHOCTM K BUPYCY

4AVHSV npocTtoro repneca 1 n 2 tunos (Anti-HSV-1, 2 IgG, Avidity) 860,00 py6
epnecsupyc 1 n 2 Tunos, onpeaenexnve OHK B Beinote (HSV-1,

3098enT 2 DNA, Exudate)* 475,00 py6

epnecsupyc 1 n 2 Tunos, onpegenexve OHK B cockobe
anuTenuanbHbIX KNETOK KOHbIOHKTMBLI (HSV-1, 2 DNA, Scrape
309rn3 of Conjunctiva Epithelial Cells )* 475,00 py6
epneceupyc 1 1 2 Tnnos, onpeaenexnne JHK B cockobe
anuTenuanbHblx KneTok koxu (HSV-1, 2 DNA, Scrape of Skin

309kox  Epithelial Cells)* 485,00 py6
epnecsupyc 1 1 2 Trnos, onpegenexHve JHK B BEHO3HOW KpoBU

309kp (HSV-1, 2 DNA, Blood)* 590,00 py6
epnecsupyc 1 n 2 Tuno., onpeaenexnve OHK B moye (HSV-1, 2

309mo4  DNA, Urine)* 475,00 py6

epnecsupyc 1 n 2 Tunos, onpegenexve OHK B cockobe
anuTenuanbHbIX KNeTok cnuanctomn Hoca (HSV-1, 2 DNA, Scrape
309Hoc  of Nasal Epithelial Cells)* 485,00 py6
lepneceupyc 1 1 2 Tnnos, onpegenernne JHK B cockobe
anuTenuanbHbix KneTok potornoTtkm (HSV-1, 2 DNA, Scrape of

309port Faucial Epithelial Cells)* 485,00 py6
epnecsupyc 1 1 2 Tunos, onpegenerHve OHK B cbiBopoTKe

309cs kpoBu (HSV-1, 2 DNA, Serum)* 685,00 py6
epnecsupyc 1 n 2 Tunos, onpeaenexnve OHK B cntoHe (HSV-1,

309cnH 2 DNA, Saliva)* 475,00 py6

epnecsupyc 1 1 2 Tnnos, onpegenerHve JHK B
cnHHoMO3roBow xunagkoctu (HSV-1, 2 DNA, Cerebrospinal
309cmx  Fluid)* 485,00 py6

epnecsupyc 1 1 2 Tnnos, onpegenexHve JHK B cekpeTte

309cn npoctarthl, aakynate (HSV-1, 2 DNA, Prostatic Fluid, Semen)* 480,00 py6
epnecsupyc 1 n 2 Tunos, onpegenexve OHK B cockobe
anuTennanbHbIX KNeTOK yporeHuTansHoro Tpakta (HSV-1, 2

309ypo DNA, Scrape of Urogenital Epithelial Cells)* 500,00 py6
Fepnecsupyc 1 1 2 Tnnos, onpegenexnvne OHK B BbinoTe,
3090BnT TunuposaHue (HSV-1, 2 DNA, Exudate, Typing)* 580,00 py6

lepneceupyc 1 1 2 Tnnos, onpeaenexnne JHK B cockobe
anuTenuanbHbIX KNETOK KOHBIOHKTUBLI, TuNupoBaHue (HSV-1, 2
3090rn3  DNA. Scrape of Coniunctiva Epithelial Cells. Tvoina)* 580.00 pvo
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epnecsupyc 1 n 2 Tunos., onpegenexve OHK B cockobe
anuTEnuanbHbIX KNETOK Koxu, TunuposaHne (HSV-1, 2 DNA,
Scrape of Skin Epithelial Cells, Typing)*

epnecsupyc 1 1 2 Tnnos, onpegenerne JHK B BeHO3HON
KpoBu, TunuposaHue (HSV-1, 2 DNA, Blood, Typing)*
epnecsupyc 1 1 2 Tnnos, onpegenexnve JHK B move,
TunupoBanue (HSV-1, 2 DNA, Urine, Typing)*

lepnecsupyc 1 1 2 Tnnos, onpeaenernve JHK B cockobe
anuTenuanbHbIX KNETOK CIIM3NUCTON Hoca, TunmposaHue (HSV-1,
2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
epnecsupyc 1 n 2 Tunos, onpegenexve OHK B cockobe
anuTennanbHbIX KNETOK POTOrMOTKY, TunuposaHne (HSV-1, 2
DNA, Scrape of Faucial Epithelial Cells, Typing)*
epnecsupyc 1 n 2 Tnnos, onpenenexnne JHK B cbiBOpoTKe
KpoBu, TunuposaHue (HSV-1, 2 DNA, Serum, Typing)*
epnecsupyc 1 1 2 Tnnos, onpegenexve OHK B cntoHe,
TunupoBaHue (HSV-1, 2 DNA, Saliva, Typing)*

epnecsupyc 1 n 2 Tnnos, onpegenerne JHK B
CMUHHOMO3roBOW XMAKOCTH, TUnnpoBaHue (HSV-1, 2 DNA,
Cerebrospinal Fluid, Typing)*

epnecsupyc 1 1 2 Tnnos, onpegenexHve JHK B cekpeTte
npocrarbl, asKynaTe, TunuposanHve (HSV-1, 2 DNA, Prostatic
Fluid, Semen, Typing)*

epnecsupyc 1 n 2 Tunos, onpegenexve OHK B cockobe
anuTenuarnbHbIX KNEeToK YporeHMTanbHoro Tpakta, TunupoBaHue
(HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
10.19. F'epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6,
HHV-6)

AHTUTena knacca IgG k repnecsupycy yenoseka 6 Tuna (Anti-
HHV-6 IgG)

epnecsupyc 6 Tuna, onpegenexue AHK B Bbinote (HHV-6
DNA, Exudate)*

epnecsupyc 6 Tvna, onpegenexne JHK B BeHO3HOW KpoBUM
(HHV-6 DNA, Blood)*

"epnecsupyc 6 Tvna, onpegenexune JHK B moue (HHV-6 DNA,
Urine)*

epnecsupyc 6 Tvna, onpegeneHune JHK B cockobe
anuTenuanbHbIX KNeTok cnuamcton Hoca (HHV-6 DNA, Scrape
of Nasal Epithelial Cells)*

epneceupyc 6 Tvna, onpegeneHue JHK B cockobe
anuTenuaneHbix knetok potornoTtkm (HHV-6 DNA, Scrape of
Faucial Epithelial Cells)*

epnecsupyc 6 Tvna, onpegenexune JHK B cbiBOpOTKE KPOBU
(HHV-6 DNA, Serum)*

epnecsupyc 6 Tvna, onpegenexune AHK B cnioHe (HHV-6 DNA,
Saliva)*

"epnecsupyc 6 Tvna, onpegenexune JHK B cnnHHOMO3roBow
xuakoctn (HHV-6 DNA, Cerebrospinal Fluid)*

epnecsupyc 6 Tuna, onpegeneHune JHK B cekpeTe npocTarsl,
asikynsite (HHV-6 DNA, Prostatic Fluid, Semen)*

epnecsupyc 6 Tvna, onpegeneHue JHK B cockobe
anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (HHV-6 DNA,
Scrape of Urogenital Epithelial Cells)*

10.20. Fepnec-Bupyc Yenoseka 8 Tuna (Human herpesvirus 8,
HHV-8)

AHTUTena knacca IgG k repnecsupycy yenoseka 8 tuna (Anti-
HHV-8 IgG)
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485,00

485,00
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10.21. loHopesn (roHOKOKK) (Neisseria gonorrhoeae)

"oHokokk, onpegenenne [JHK B cockobe anmTennanbHbIX KNeTok
KoHbIOHKTUBLI (Neisseria gonorrhoeae, DNA, Scrape of

Conjunctiva Epithelial Cells )* 465,00
"oHokokk, onpenenenne [1HK B moye (Neisseria gonorrhoeae,

DNA, Urine)* 465,00
"oHokokk, onpenenenne [IHK B cockobe anmTennanbHbIX KNEeTOoK
cnuaucton npamon kuwku (Neisseria gonorrhoeae, DNA, Scrape

of Rectal Epithelial Cells)* 465,00
"oHokokK, onpenenenne [JHK B cockobe anmTennanbHbIX KNeTok
potornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial

Epithelial Cells)* 465,00
"oHoKokK, onpegenenne [JHK B cCMHOBUANbHOM XnOKOCTU

(Neisseria gonorrhoeae, DNA, Synovial Fluid)* 560,00

"oHoKOKK, onpegenenne [JHK B cekpeTe npocTaTbl, 3Kynsate

(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)* 465,00
"oHokokK, onpegenenne [JHK B cockobe anmTennanbHbIX KNeTok
yporeHutansHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape

of Urogenital Epithelial Cells)* 480,00
10.23. Alemopaekos (Knew aemogekc, Demodex folliculorum,

Demodex brevis)

WccnepoBaHue Ha Hanvume knewa gemogekc (Demodex

folliculorum, Demodex brevis) 590,00
WccnepoBaHue Ha Hanvume knewa gemogekc (Demodex

folliculorum, Demodex brevis) 555,00

10.24. AuseHTepua amebHan, amebuas (Entamoeba histolytica)
AHTuTena knacca IgG k aHTureHam guseHtepuiiHon amebbl (Anti-
Entamoeba histolytica IgG) 985,00
10.25. iuzeHTepun 6aKTepuanbHasn, Wwurennes, WUrennbl

(Shigella flexneri, Shigella sonnei)

PMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 685,00
PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA) 685,00
PMIA ¢ Shigella sonnei (Shigella sonnei, IHA) 685,00
MoceB Ha NaToreHHyto U yCNoBHO-NAaTOreHHY0 MUKpodnopy

knweyHuka (Stool Culture, Pathogenic Intestinal and

Conditionally Pathogenic Microflora, Bacteria Identification) 1355,00
MoceB Ha NaTOreHHyo U YCNOBHO-MATOTEHHY0 MUKpodnopy

KWLLEYHMKa C onpeAeneHnem YyBCTBUTENBHOCTY K

aHTMMMKPOGHBIM NpenapaTtam (Stool Culture, Pathogenic

Intestinal and Conditionally Pathogenic Microflora. Bacteria

437YTIM-A Identification and Antibiotic Susceptibility Testing) 1545,00

lMoceB Ha NAaTOreHHyo 1 YCIOBHO-NATOTEHHY MUKpOdiopy
KMLLEYHMKa C onpeaeneHmem YyBCTBUTENBHOCTM K
aHTUMMKPOOHBIM Npenapatam u 6akTteprodaram (Stool Culture
with Bacteria Identification and Antibiotic+Bacteriophage

437YTNM-® Susceptibility Testing) 1660,00

855

238

10.26. AudTepua (audTepuiiHaa nanouka) (Corynebacterium
diphtheriae)

AHTuTena knacca IgG k gudtepmnHomy aHaTtokcuHy (Anti-

Diphtheria Toxoid I1gG) 1030,00
10.27. UepcuHum (nepcnHmnos, ncesgotybepkynes) (Yersinia
enterocolitica)

AHTMTENa Knacca IgA k aHTureHam Yersinia enterocolitica (Anti-

Yersinia enterocolitica IgA) 895,00
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AHTUTena knacca IgG k aHtureHam Yersinia enterocolitica (Anti-

Yersinia enterocolitica IgG) 895,00
PIMTA c Yersinia pseudotuberculosis (Yersinia

pseudotuberculosis IHA) 685,00
PITA c Yersinia enterocolitica cepotuna O:3 (Yersinia

enterocolitica O:3, IHA) 685,00
PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia

enterocolitica O:9, IHA) 685,00

10.29. KaHgmpo3, kaHgmpa (Candidiasis, Candida)

AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans

IgG) 890,00
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG

) 715,00
Kangupa, onpegenexve [HK B BeinoTe (Candida albicans, DNA,
Exudate)* 465,00

Kangupa, onpenenenne JHK B cockobe anuTtenmnanbHbIX KNEeTOK

koxm (Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 465,00
Kangupa, onpegenenne JHK B moye (Candida albicans, DNA,

Urine)* 465,00
Kangupa, onpenenenne JHK B cockobe anutenmnanbHbIX KNEeTOK
cnuaucTon npamon kuwkm (Candida albicans, DNA, Scrape of

Rectal Epithelial Cells)* 465,00
Kangunpa, onpegenernne [HK B cockobe anutenmnanbHbIX KNeTok
potornoTku (Candida albicans, DNA, Scrape of Faucial Epithelial

Cells)* 465,00
Kangupa, onpenenenne OHK B cntoHe (Candida albicans, DNA,

Saliva)* 465,00
Kangnga, onpegenexve [HK B cekpeTe npocTaThl, 3sKynsTe

(Candida albicans, DNA, Prostatic Fluid, Semen)* 465,00

Kangupa, onpenenenne JHK B cockobe anuTtenmnanbHbIX KNETOK
yporeHutansHoro Tpakta (Candida albicans, DNA, Scrape of

Urogenital Epithelial Cells)* 485,00
10.30. KneweBoii aHUuedanuT, BUpYC Knewiesoro sHuedanura
(Flavivirus, Tick-borne encephalitis virus)

AHTUTena knacca IgG k Bupycy knetieBoro sHuedanuta (Anti-

Tick-borne Encephalitis Virus (TBEV) IgG) 850,00
AHTUTEna knacca IgM k Bupycy knewesoro sHuedanuta (Anti-
Tick-borne Encephalitis Virus (TBEV) IgM) 850,00

JlabopaTopHoe uccnegoBaHue krela ans soisenexdns PHK/OHK
BO30OyauTENnen MHEKUMIA, NepeaaloLLmMXcs MKCOA0BLIMU

knewamu: KNELWEBOW SHLUE®ANNT, BOPPENNO3

(BONE3Hb NANMA), AHAMNA3SMOS, 3PITIUXMNO3 (Detection of
pathogen DNA/RNA in ticks: Tick-borne encephalitis Virus

(TBEV), Borrelia burgdorferi s. I., Anaplasma Phagocytophillum,

Ehrlichia muris/chaffeensis6 (RNA/DNA), PCR) 3535,00
WNccnepoBaHue knewa: CKpuHUHT (nabopaTopHoe

nccnegoBaHue krewa ang seisenexnns PHK/OHK Bo30yanTtenen
MHEKUN, NnepeaatoLmxca nkcogosbimm knewamm: PHK Tick-

borne encephalitis Virus (TBEV), AHK Borrelia burgdorferi s. 1.)

(Study of Tick: Screening) 1920,00
10.32. Kokntow (Bordetella pertussis, Whooping Cough)

AHTuTEna knacca IgA k Bordetella pertussis (Anti-Bordetella

pertussis IgA ) 1020,00
AnTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella
pertussis 1gG) 1020,00
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AHTUTena knacca IgM k Bordetella pertussis (Anti-Bordetella
pertussis IgM)

10.33. Kopb (Morbillivirus, Measles virus)

AHTUTena knacca IgG k supycy kopu (Anti-Measles 1gG)
AHTuTENa Knacca IgM k Bupycy kopu (Anti-Measles IgM)
10.34. KpacHyxa (Rubella virus)

AHTUTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG)
AHTuTENa knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)
AHTWTena knacca IgG Kk aHTureHam Bupyca KpacHyxu,
BbIsIBNieMble METOAOM MMMyHOGnoTTuHra (Anti-Rubella 1gG,
Immunoblot )

AHTMTena knacca IgG k BUpyCy KpacHyxu, onpeaeneHune
aBugHocTu (Anti-Rubella IgG, Avidity)

Bupyc kpacHyxu, onpegeneHue IHK B cbiBOpoTke KpoBU
(Rubella Virus, DNA, Serum)*

10.37. Nucrepunos, nuctepum (Listeria monocytogenes,
Listeriosis)

Jlnctepuu, onpenenenne AHK B mouye (Listeria monocytogenes,
DNA, Urine)*

Jlnuctepwun, onpegenerve IHK B cockobe anntennanbHbIX
KneTok crnmancton Hoca (Listeria monocytogenes, DNA, Scrape
of Nasal Epithelial Cells)*

Jlnctepwuu, onpegenerve OHK B nnasme kposwu (Listeria
monocytogenes, DNA, Plasma)*

Tnctepuu, onpepenenne AHK B cockobe anmMtennanbHbIx
knetok potornoTku (Listeria monocytogenes, DNA, Scrape of
Faucial Epithelial Cells)*

Jlnctepuu, onpepenenne AHK B cMHOBUANbHOM XUOKOCTU
(Listeria monocytogenes, DNA, Synovial Fluid)*

Jlnctepum, onpepeneHune AHK B CNIMHHOMO3roBOW XUOKOCTU
(Listeria monocytogenes, DNA, Cerebrospinal Fluid)*

10.38. 1ambnmnos,namb6aun (Giardia lamblia intestinalis)
AHTuTENa Knaccos IgM, 1gG, IgA k aHTUreHam namonun,
cymmapHo (Anti-Giardia lamblia IgM, 1gG, IgA, Total)

10.40. MuKo3bl (napasuTapHble rpubbl — aepmatodputbl) (Skin
and Nail Mycoses)

Mwukpockonuyeckoe nccrnegoBaHue Ha naToreHHble rpuosl
(Microscopic examination for pathogenic fungi)
Mwukpockonuyeckoe nccnegoBaHue U NOCEB Ha NaTOreHHble
rpmbsl (Microscopic examination and Culture for pathogenic
fungi)

10.41. MukonnasmeHHas MHPEKLUA, MUKONIAa3mo3
(Mycoplasma genitalium, Mycoplasma pneumoniae,
Mycoplasma hominis) (Mycoplasmosis, Mycoplasma Infection)
Mwukonnasma (Mycoplasma hominis), onpegenexue JHK B moue
(Mycoplasma hominis, DNA, Urine)*

Mwukonnasma (Mycoplasma hominis), onpegenexue JHK B
cekpeTe npocTtaThl, agkynaTe (Mycoplasma hominis, DNA,
Prostatic Fluid, Semen)*

Mukonnasma (Mycoplasma hominis), onpegenexve OJHK B
cockobe anuTenuarnbHbIX KNeToK yporeHuTansHoro Tpakta
(Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial
Cells)*

Mukonnasma (Mycoplasma genitalium), onpegenenune HK B
moue (Mycoplasma genitalium, DNA, Urine)*

1020,00

1095,00
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Mwukonnasma (Mycoplasma genitalium), onpegenenve OHK B
cekpeTe npocTaTbl, agkynaTe (Mycoplasma genitalium, DNA,
Prostatic Fluid, Semen)*

Mukonnasma (Mycoplasma genitalium), onpegenenune AHK B
cockobe anuTenuarnbHbIX KNeToK yporeHuTansHoro Tpakta
(Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial
Cells)*

Mukonnasma (Mycoplasma pneumoniae), onpegenenune [AHK B
mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)*

Mwukonnasma (Mycoplasma pneumoniae), onpegenexve OHK B
nnasme kposu (Mycoplasma pneumoniae, DNA, Plasma)*

Mukonnasma (Mycoplasma pneumoniae), onpegenenune [AHK B
cockobe anuTenuarnbHbIX kKneTok potornotku (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Mwukonnasma (Mycoplasma pneumoniae), onpegenexve OHK B
cnioHe (Mycoplasma pneumoniae, DNA, Saliva)*

AHTUTena knaccos IgM n IgG k Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, 1gG)

AHTUTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

AHTUTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgG)

AHTUTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

AHTUTena knaccos IgM n IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, IgG)

AHTUTena knacca IgM k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM)

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgG)

AHTUTena knacca IgA k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgA)

10.42. MukpobuoLeHo3 yporeHuTanbHoro Tpakra (Urogenital
Tract Microbiocenosis)

CKPUHWHT MMKPOMopbl yporeHnTaneHoro Tpakta. demodnop

CkpuH. (UROGENITAL TRACT MICROBIOCENOSIS, Screening

( PCR Panel Femoflor Screen))

BeisiBnenue Bo3byamtenen UMMM (7 + KBM), cockob
anuTenuanbHbIX KNETOK yporeHuTansHoro TpakTa (Identification
of Sexually Transmitted Infections (STI) Pathogens, Scrape of
Urogenital Epithelial Cells)*

WNccneposaHne BGuoLieHO3a yporeHnTanbHoro TpakTa.
®emodpriop 8. (UROGENITAL TRACT MICROBIOCENOSIS
(PCR Panel Femoflor 8))

WccnepoBaHne BuoLieHO3a yporeHnTansHoro TpakTa.
®emodpriop 16. (UROGENITAL TRACT MICROBIOCENOSIS
(PCR Panel Femoflor 16))

BakTtepuanbHbI BarHo3 (Bacterial Vaginosis, BV)
MHBNO®JIOP ? ycnoBHO-NaToreHHble MMKOMNnasMbl YeroBeka
(yporeHuTanbHbIi ckpuHuHr) (INBIOFLOR ? Mycoplasma,
Urogenital Screening)

YCnoBHO-NaToreHHbIe M1KONNasmbl, MOHUTOPUHT
adbdekTmBHOCTU NeveHns (Ureaplasma urealyticum)
(Ureaplasma urealyticum, Effectiveness Monitoring of
Treatments)

465,00

485,00

800,00

610,00

610,00
610,00
1305,00
685,00
695,00
875,00
1420,00
745,00
755,00

750,00

3295,00

3185,00

2470,00

3855,00
2355,00

725,00

475,00

py6

py6

py6

py6

pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6

py6

py6

py6

py6

py6
py6

py6

py6



YCnoBHO-NaToreHHbIe M1KONNasmbl, MOHUTOPUHT
adpdekTmBHOCTU NeveHns (Ureaplasma parvum) (Ureaplasma
3028 parvum, Effectiveness Monitoring of Treatments)

YCnoBHO-NaToreHHbIe M1KONNasmbl, MOHUTOPUHT
adbdekTmBHOCTU NedeHus (Mycoplasma hominis) (Mycoplasma
3029 hominis, Effectiveness Monitoring of Treatments)

AHngpodrop, nccnegoBaHne MUKPOMIOPbI YpOreHMTansHoro
TpakTa My>X4MH B COCKOGe anuTenmarnbHbIX KNeTok
yporeHutansHoro Tpakta (Androflor®REAL-TIME PCR Detection
Kit, the study of men’s urogenital tract microbiocenosis in the
3150YPO epithelial scrapes from the balanus, urethra)
AHapodnop CkpuH, uccriegosaHme MMkKpodnopsl
YPOreHMTanbsHoro Tpakta My>4uH B cockobe anuTenunanbHbIX
KNeTok yporeHutaneHoro Tpakta (Androflor® Screen REAL-
TIME PCR Detection Kit, the study of men’s urogenital tract
microbiocenosis in the epithelial scrapes from the balanus,
3250YPO urethra)
MHBNO®JIOP - komnnekcHoe ncecnegosaHne MMKpodnopsbl
yporeHutansHoro Tpakta (INBIOFLOR ? Comprehensive Study

3020 of Microflora Composition of Urogenital Tract (UGT))
3023 Kanampos, ckpuHudr (Candidiasis, Screening )
3024 Kangnpos, Tunuposanue (Candidiasis, Typing)

Breisisnenne Bo3byautenen UMMM (4 + KBM): onpeaeneHune

OHK Chlamydia trachomatis, Neisseria gonorrhoeae,

Trichomonas vaginalis, Mycoplasma genitalium, AHK yenoseka

(Identification of Sexually Transmitted Infections (STI)

Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae

DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA,
3025 Human DNA )

Kangmpos, ckpuHuHr n Tunuposaxme (Candidiasis, Screening
3021 and Typing)

Bakrepongbl, onpegenerue HK B cockobe anuTenuanbHbIx

KNeToK yporeHuTansHoro Tpakta (Bacteroides spp., DNA,
396YPO  Scrape of Urogenital Epithelial Cells)*

Mo6unyHkyc, onpegenexue OHK B cockobe anutenunanbHbIX

KINeTok yporeHuTansHoro Tpakta (Mobiluncus curtisii, DNA,
397YPO Scrape of Urogenital Epithelial Cells)

INaktobaktepun, onpegenexme [JHK B cockobe anutenmanbHbix
KNeTok yporeHuTansHoro Tpakta (Lactobacillus spp., DNA,
345YPO  Scrape of Urogenital Epithelial Cells)*

10.44. Onucropxos (Kowaubsa AByycTKa, Opisthorchis felineus)
AHTuTena knacca IgG k aHTureHam onucrtopxuca (Anti-

230 Opisthorchis felineus IgG)
10.45. OcTpble KuweuHble uHdeKuuu (Acute Intestinal
Infections)

OHTeposupycol, onpegeneHne PHK B kane (Enterovirus, RNA,
33111KAJT Fecal)

OcTpble kuweyHble nHdekummn, MLP-cKpUHMHT BOCbMU
GakTepuanbHbIX U BUPYCHbIX BO30yauTenen ocTpbiX KULLEYHbIX
33121KAJT nHdbekumii B kane (Acute Intestinal Infections, PCR, Fecal)

OcTpble kuweyHble nHdekumm, MNMUP-CKPUHUHT TPEX BUPYCHBLIX
33122KAJ1 Bo3byamTenen, kan (Acute Intestinal Infections, PCR, Fecal)

475,00

475,00

3050,00

2300,00

4810,00
430,00
760,00

1610,00

1320,00

450,00

485,00

690,00

1090,00

730,00

2025,00

1395,00

py6

py6

py6

py6

py6
py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6



496NOR

252

253

1664

248

249

283

273
288
289
290
292
293

287

69
70

221

1206

1205

346rn3

346K0x
346mo4

346071

Onpepenexve anTureHa Norovirus B kane (Norovirus, Stool
Culture. One Step Rapid Immunochromotographic Assay) 2080,00

10.47. Napotut anuaemunueckui (Epidemic Parotitis, Mumps)
AHTUTena knacca IgG k Bupycy anngemumyeckoro napotuta (Anti-

Mumps IgG) 955,00
AHTUTEna knacca IgM k Bupycy anuagemunyeckoro napoTtuta (Anti-
Mumps IgM) 965,00

10.48. Nonnomuenur (Anti-Poliovirus serotypes)

AHTUTENa K BMpYCy nonuomuenuta 1-ro n 3-ro tunos (Anti-

Poliovirus serotypes 1, 3, IgG) 1580,00
10.50. PecnupaTtopHO-CUHLUTUANIbHAA UHPEKLUA
(pecnupatopHo-cMHUMTUANbHDINM BUpYC) (Respiratory Syncytial

Virus, RSV)

AHTUTEna knacca IgG kK pecnupaTopHO-CUHLMTUANbLHOMY BUPYCY
(Anti-Respiratory Syncytial Virus (RSV) IgG) 1150,00
AHTUTEna knacca IgM k pecnupaTopHO-CUHUMUTHANbHOMY BUPYCY
(Anti-Respiratory Syncytial Virus (RSV) IgM) 1150,00
10.51. PukKeTtcnos, Tud coinHoii (pukkercum) (Typhus,

Rickettsia prowazekii)

PIIA ¢ cbINHOTUO3HBIM ANArHOCTUKYMOM PUKKETCUI

Mposauyeka (Rickettsia prowazekii, IHA) 695,00
10.53. CanbmoHennsbl (Tné 6ptowHoi, napatud,

canbmoHennes, Salmonella spp.)

AHTuTena k Salmonella typhi, PIIA (Salmonella typhi

Antibodies, IHA) 785,00
PIIrA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 640,00
PMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 640,00
PIIrA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 640,00
PMrA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 640,00
AHTuTena k Salmonella gr.E, PMNIA (Salmonella gr.E Antibodies,

IHA) 640,00

PMrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 640,00
10.54. Cudunuc (Treponema pallidum, Syphilis)
Cndunmc RPR — aHTukapguonunuHosebin TecT (Syphilis RPR

(Rapid Plasma Reagins), Anticardiolipin Test) 510,00
AHTUTena knaccos IgM n IgG k Treponema pallidum, cymmapHo
(Anti-Treponema pallidum IgM, IgG, Total) 810,00
AHTUTena knacca IgM k Treponema pallidum (Anti-Treponema
pallidum IgM ) 990,00

AHTuTEna knacca IgM k Treponema pallidum, BeisBnsiemMble

MeToaoM nMmmyHobnotTuHra (Anti-Treponema pallidum IgM,

Immunoblot ) 2260,00
AnTuTena knacca IgG k Treponema pallidum, BbisiBnsiemble

meTogom nmmyHobnottuHra (Anti-Treponema pallidum IgG,

Immunoblot ) 2205,00
bnepHas TpenoHema, onpegeneHue OHK B cockobe

anuTennanbHbIX KNETOK KOHBIOHKTUBLI (Treponema pallidum,

DNA, Scrape of Conjunctiva Epithelial Cells )* 475,00
bnepHas TpenoHema, onpegeneHue IHK B cockobe

anuTenuanbHbIx KNeTok koxu (Treponema pallidum, DNA,

Scrape of Skin Epithelial Cells)* 475,00
BnenHasa TpenoHema, onpegenenve OHK B moye (Treponema

pallidum, DNA, Urine)* 475,00
bnegHas TpenoHema, onpepenerHvne OHK B otaensemom

(Treponema pallidum, DNA, Secretion)* 475,00

py6

py6

py6

py6

py6

py6

py6
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py6
py6
py6
py6
py6

py6

py6
py6
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py6
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py6

py6
py6
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bnepHas TpenoHema, onpepeneHue OHK B cockobe
anuTennanbHblX KNeTok potornoTku (Treponema pallidum, DNA,

346pot Scrape of Faucial Epithelial Cells)* 475,00 pyo
BbnepHas TpenoHema, onpegeneHue AHK B cbiBOpOTKE KPOBU
346¢cB (Treponema pallidum, DNA, Serum)* 695,00 pyo

bnepHas TpenoHema, onpegeneHue HK B cnnHHOMO3roBowm
346cmxk  xkunakoctun (Treponema pallidum, DNA, Cerebrospinal Fluid)* 475,00 pyo

bneaHas TpenoHema, onpepenerne HK B cekpeTte npocrtarhl,
346¢n askynsaTe (Treponema pallidum, DNA, Prostatic Fluid, Semen)* 480,00 py6

bnepHas TpenoHema, onpegeneHue JHK B cockobe
anuTenuanbHbIX KNETOK yporeHuTansHoro Tpakta (Treponema
346ypo pallidum, DNA, Scrape of Urogenital Epithelial Cells)* 480,00 py6
10.56. CtonbHsak (Tetanus)
AHTUTena knacca IgG k cton6Hs4YHOMY aHaTOKCuHy (Anti-
876 Tetanus toxoid 1gG) 1045,00 py6
10.57. CTpenToKOKKOBaA MHPEKUUA (CTPEeNnTOKOKKK rpynn A u
B) (Streptococcus group A, B, S. pyogenes, S. agalactiae)
(Streptococcal Infection)
CrtpenTokokk, onpeaenenue OHK B mokpoTe (Streptococcus

348mk spp., DNA, Sputum)* 875,00 py6
CrtpenTokokk, onpeaeneHve [QHK B nnasve kposu
348nn (Streptococcus spp., DNA, Plasma)* 875,00 py6

CrpenTokokk, onpefenexune HK B cockobe anutenuansHbIX
KneTok potornoTku (Streptococcus spp., DNA, Scrape of Faucial

348poT1 Epithelial Cells)* 855,00 py6
Crpentokokk, onpeaenenue IHK B cntoHe (Streptococcus spp.,

348cnH DNA, Saliva)* 855,00 pyo
MHeBmokokk, onpeaenexHve OHK B nna3me kposu

33103MJ1 (Streptococcus pneumoniae, DNA) 860,00 py6
MHeBMokoKK, onpegenenne OHK B crnioHe (Streptococcus

33103CJTH pneumoniae, DNA) 860,00 py6
MHeBmokoOKK, onpeaeneHve [HK B cockobe anutenvanbHbiX

33103POT kneTok poTornoTku (Streptococcus pneumoniae) 860,00 py6
MHeBMokoKK, onpegeneHne HK B mokpoTte (Streptococcus

33103MK pneumoniae, DNA) 860,00 py6

10.58. CtpoHrunoungos (Strongyloides stercoralis)
AHTuTena knacca IgG k aHTureHam ctpoHrunoungosa (Anti-
1372 Strongyloides stercoralis 1gG) 1045,00 py6
10.59. T-numdotponHbii Bupyc (Deltaretrovirus, Human T-
Lymphotropic Virus, HTLV)
AHTuTena knacca IgG k T-numdoTponHomy BMpyCy YernoBeka
1208 ™mna 1 n 2 Tunos (Anti-HTLV-1, 219G ) 915,00 py6
10.60. TokcoKapo3 (Tokcokapa, Toxocara canis)
AHTUTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara
232 IgG) 705,00 py6
10.61. Tokconnasmos (Tokconaasma)
(Toxoplasmosis, Toxoplasma gondii)
AxTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma

80 gondii IgG) 715,00 py6
AHTuTEna knacca IgM k Toxoplasma gondii (Anti-Toxoplasma

81 gondii IgM) 915,00 py6
AnTuTena knacca IgG k Toxoplasma gondii, onpegeneHue

1AVTOXO aBugHoctn (Anti-Toxoplasma gondii IgG, Avidity) 1505,00 py6

Tokconnaama, onpegenenune [AHK B BbinoTe (Toxoplasma
3358nT  gondii, DNA, Exudate)* 475,00 py6



335¢cB

335cmx

233

261

307mou

307cn

307ypo

13210ET

1321B3P

1266
34101

341mK

341MHC

341mou4

341cB

341cuH

341cmx

341cn

Tokconnasma, onpeaenervne JHK B cbiBOpOTKE KPOBM
(Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpeaenenune [JHK B CNMHHOMO3roBoOm XNAKOCTH
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)*

10.62. TpuxuHennes (TpuxuHenna, Trichinella spiralis)
AHTUTena knacca IgG k aHtureHam TpuxuHenn (Anti-Trichinella
IgG)

10.63. TpuxomoHuas (TpuxomoHapaa) (Trichomonas vaginalis,
Trichomoniasis)

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-
Trichomonas vaginalis IgG)

TpuxomoHaga, onpegenexve AHK B moye (Trichomonas
vaginalis, DNA, Urine)*

TpuxomoHaga, onpegeneHue IHK B cekpeTe npocTaTsl,

asikynsite (Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

TpuxomoHaaa, onpeaeneHne HK B cockobe anutenmanbHbiX
KINeTok yporeHuTansHoro Tpakta (Trichomonas vaginalis, DNA,
Scrape of Urogenital Epithelial Cells)*

10.64. Ty6epkynes (Mmkobakrepuu Ty6epKynesa)
(Mycobacterium Tuberculosis)

MmmyHonormnyeckoe uccnegosaHune Ha M.tuberculosis metogom
T-SPOT.TB (getv go 10 nert) (T-SPOT TB - Interferon-Gamma
Release Assays, IGRA (children under 10 years of age))
MmmyHonormnyeckoe uccnegoBanue Ha M.tuberculosis meTogom
T-SPOT.TB (B3pocnble n getn ctapwe 10 net) (T-SPOT TB -
Interferon-Gamma Release Assays, IGRA (adults and children
of ten and over))

AnTuTena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis,
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, IgG,
Total)

MukobakTepumn Tybepkynesa, onpegenenune HK B Bbinote
(Mycobacterium tuberculosis, DNA, Exudate)*

MukobakTepum Tybepkynesa, onpegenenvne OHK B mokpoTe
(Mycobacterium tuberculosis, DNA, Sputum)*

MukobakTepumn Tybepkynesa, onpegenenvne JHK B
MeHcTpyansHon kposu (Mycobacterium tuberculosis, DNA,
Menstrual Blood)*

MukobakTepun Tybepkynesa, onpegenexue HK B moye
(Mycobacterium tuberculosis, DNA, Urine)*

MukobakTepumn Tybepkynesa, onpegenenune OHK B ceiBopoTke
kposu (Mycobacterium tuberculosis, DNA, Serum)*
MukobakTepumn Tybepkynesa, onpegenenune JHK B
cuHoBManeHon xunakoctn (Mycobacterium tuberculosis, DNA,
Synovial Fluid)*

MukobakTepun Tybepkynesa, onpegenexve HK B
cnMHHoMo3rosoMn xuakoctu (Mycobacterium tuberculosis, DNA,
Cerebrospinal Fluid)*

MukobakTepumn Tybepkynesa, onpegenenune HK B cekpete
npocTtarthl, aakynaTe (Mycobacterium tuberculosis, DNA,
Prostatic Fluid, Semen)*

10.65. Ypeannasmos (ypeannasmbl) (Ureaplasmosis,
Ureaplasma spp., Ureaplasma urealyticum, Ureaplasma
parvum)

695,00

475,00

685,00

880,00

470,00

470,00

485,00

9000,00

9165,00

2030,00
605,00

875,00

605,00

605,00

685,00

605,00

605,00

605,00
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264

265

303mou

303cn

303ypo

342MO4

342cn

342ypo

343mou4

343cn

343ypo

133
176

177

258

259

1303HEL

3158XEN

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-
Ureaplasma urealyticum IgG)

AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-
Ureaplasma urealyticum IgA)

Ypeanna3sma (Ureaplasma urealyticum) (6nosap T-960),
onpepenexve IHK B moye (Ureaplasma urealyticum (T-960),
DNA, Urine)*

Ypeanna3sma (Ureaplasma urealyticum) (6nosap T-960),
onpepenexuve [HK B cekpeTe npocTathl, askynsaTte (Ureaplasma
urealyticum (T-960), DNA, Prostatic Fluid, Semen)*
Ypeannasma (Ureaplasma urealyticum) (6nosap T-960),
onpeaeneHne [HK B cockobe annuTennanbHbIX KNeToK
yporeHutanesHoro Tpakta (Ureaplasma urealyticum (T-960),
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma parvum), onpegenexue JHK B moue
(Ureaplasma parvum, DNA, Urine)*

Ypeannasma (Ureaplasma parvum), onpegenexue JHK B
cekpeTe npocTaThl, aakynsaTe (Ureaplasma parvum, DNA,
Prostatic Fluid, Semen)*

Ypeanna3sma (Ureaplasma parvum), onpegenexve OHK B
cockobe anuTenuarnbHbIX KNeToK yporeHMTanbHoro Tpakta
(Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial
Cells)*

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpepenexve HK B moye (Ureaplasma urealyticum +
Ureaplasma parvum, DNA, Urine)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexuve OHK B cekpeTe npoctathl, asikynsite (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid,
Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpeaeneHne [HK B cockobe anuTennanbHbIX KNeToK
yporeHutansHoro Tpakta (Ureaplasma urealyticum +
Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial
Cells)*

10.66. XennkobaKrepHaa uHpeKuua (xennkobakrep)
(Helicobacter pylori)

AHTUTena knacca IgG k Helicobacter pylori (Anti-Helicobacter
pylori IgG)

AHTUTena knacca IgM k Helicobacter pylori (Anti-Helicobacter
pylori IgM)

AHTUTena knacca IgA k Helicobacter pylori (Anti-Helicobacter
pylori IgA)

AHTUTena knacca IgG k Helicobacter pylori, BbisiBnsembslie
metogom nmmyHobnottuHra (Anti-Helicobacter pylori IgG,
Immunoblot)

AHTuTEna knacca IgA k Helicobacter pylori, BoigsBrnsemble
meTtogom nmmyHobnottuHra (Anti-Helicobacter pylori IgA,
Immunoblot)

13C-ypeasHbiin gbixateneHbin TecT (13C-YAT, 13C-Urea Breath
test, UBT). BoisBneHnne undekuun Helicobacter pylori
Xenukobaktep nunopwu, onpegenenne [HK B 6uontate
CMM3NCTON Xenyaka uunu ABeHaaLaTUNepCTHOM KULLKM
(Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or
Duodenum, PCR)

805,00

805,00

470,00

470,00

470,00

460,00

460,00

460,00

475,00

475,00

485,00

840,00
1060,00

1030,00

2995,00

2995,00

2605,00

905,00
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105
106
105/6
188
1495

301BnT

301rn3

301mou

301npk

301por

301cuH

301cmx

301cn

301ypo

183

184

185

349MmK

349nn

349pot

349cnH

10.67. XnamuguiiHaa undekumsa, xnammamnos (xnammaum)
(Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,
Chlamydophila pneumoniae)

AHTUTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgA)

AHTUTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgG)

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis,
pasgenbHo (Anti-Chlamydia trachomatis IgA, 1gG)

AHTUTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgM)

AHTUTena knacca IgG k 6enky Tennosoro woka (BTL)
Chlamydia trachomatis (Anti-cHSP60 IgG)

Xnamugmsa (Chlamydia trachomatis), onpenenenvne OHK B
BbinoTe (Chlamydia trachomatis, DNA, Exudate)*

Xnamugmsa (Chlamydia trachomatis), onpenenenvne OHK B
cockobe anutenuanbHbIX KNeTok KOHbIOHKTUBLI (Chlamydia
trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )*
Xnamungus (Chlamydia trachomatis), onpegenenue JHK B moue
(Chlamydia trachomatis, DNA, Urine)*

Xnamugmsa (Chlamydia trachomatis), onpenenenvne OHK B
cockobe anuTenmarnbHbIX KNeTOK CIM3UCTON NPSIMOM KMLLIKM
(Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamungus (Chlamydia trachomatis), onpegenenve JHK B
cockobe anutenuanbHbIX KneTok poTtornotku (Chlamydia
trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Xnamugmsa (Chlamydia trachomatis), onpenenenvne OHK B
cuHoBuaneHon xugkoctn (Chlamydia trachomatis, DNA,
Synovial Fluid)*

Xnamugmsa (Chlamydia trachomatis), onpegenenvne OHK B
cnuHHoMo3roeon xuakoctu (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

Xnamugmsa (Chlamydia trachomatis), onpenenenvne OHK B
cekpeTe npoctaTbl, agkynaTe (Chlamydia trachomatis, DNA,
Prostatic Fluid, Semen)*

Xnamugmsa (Chlamydia trachomatis), onpegenenvne OHK B
cockobe anuTenuarnbHbIX KNeToK yporeHuTansHoro Tpakta
(Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial
Cells)*

AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgA)

AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM)

AnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 1gG )

Xnamugms (Chlamydia pneumoniae), onpegenexve OHK B
mokpoTe (Chlamydophila pneumoniae, DNA, Sputum)*
Xnamugms (Chlamydia pneumoniae), onpegenexve OHK B
nna3me kposwu (Chlamydophila pneumoniae, DNA, Plasma)*
Xnamugms (Chlamydia pneumoniae), onpegenexve OHK B
cockobe anutenuanbHbIX kneTok potornoTkn (Chlamydophila
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamugums (Chlamydia pneumoniae), onpegenexve OHK B
cnioHe (Chlamydophila pneumoniae, DNA, Saliva)*

835,00
850,00
1595,00
755,00
990,00
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460,00

460,00

460,00

460,00

505,00

460,00
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845,00

770,00
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82
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2AVCMV

310BnT

310rn3

310kox
310kp

310mou

310H0C

310pot
310cB
310cnH
310cmx

310cn

310ypo

3156

351BnT
351kp

351mou4

351HoC

351pot

AHTWTena knacca IgG k rmaBHomy 6enky Hapy>KHOM MembpaHbI
MOMP n AnTtuTena knacca IgG Pgp3
(MembpaHoaccouunpoBaHHbIi nnasmuaHbli 6enok) Chlamydia
trachomatis

10.68. UutomeranosupycHas nHpeKuuma: BUpyc repneca
yenoBeka 5 Tuna (uutomeranosupyc, LLMB) (Cytomegalovirus,
CMV, Cytomegalovirus Infection)

AHTUTena knacca IgG k umtomeranosupycy (Anti-CMV 1gG)
AHTUTEna knacca IgM k untomeranosupycy (Anti-CMV IgM)
AHTnTena knacca IgG k uMToMeranoBupycy, onpeaeneHue
aBugHocTu (Anti-CMV IgG, Avidity)

Lintomeranosupyc, onpegenexne JHK B Boinote (CMV DNA,
Exudate)*

Lintomeranosupyc, onpegenexne HK B cockobe
anuTennanbHbIX KNeTok kKoHbloHKTUBLI (CMV DNA, Scrape of
Conjunctiva Epithelial Cells )*

Lintomeranosupyc, onpegenexHme HK B cockobe
anuTenuanbHbix knetok koxxu (CMV DNA, Scrape of Skin
Epithelial Cells)*

Lintomeranosupyc, onpegenexne HK B BeHo3HoW kposu (CMV
DNA, Blood)*

Lintomeranosupyc, onpegenexHme JHK B moye (CMV DNA,
Urine)*

Lintomeranosupyc, onpegenexune HK B cockobe
anuTenuanbHbiX KneTok cnusmcton Hoca (CMV DNA, Scrape of
Nasal Epithelial Cells)*

Lintomeranosupyc, onpegenexHme HK B cockobe
anuTenuanbHbix knetok potornoTtkm (CMV DNA, Scrape of
Faucial Epithelial Cells)*

Lintomeranosupyc,kadectBeHHoe onpeaenexHve HK B
cbiBopoTke kposu (CMV DNA, Serum)*

Lintomeranosupyc, onpegenexune JHK B crnitoHe (CMV DNA,
Saliva)*

Lintomeranoeupyc, onpegenervne JHK B cnimHHOMO3roBown
xungkoctn (CMV DNA, Cerebrospinal Fluid)*
Lintomeranoeupyc, onpegenerve JHK B cekpete npocTathl,
askynsate (CMV DNA, Prostatic Fluid, Semen)*
Lintomeranosupyc, onpegenexune JHK B cockobe
anuTenuanbHbIX KNeToK yporeHuTansHoro Tpakta (CMV DNA,
Scrape of Urogenital Epithelial Cells)*

Lintomeranosupyc, konuyectseHHoe onpepeneHue AHK
(Cytomegalovirus, DNA) B cbIBOPOTKE KPOBM

10.70. nwreiiHa-bapp BUpycHaa uHeKLMA: BUpYyC repneca
yesnoseka 4 Tuna (supyc AnwreiHa-bapp) (Epstein-Barr Virus,
EBV, EBV Infection)

Bupyc OnwrenHa-bapp, onpegenenve OHK B Beinote (EBV
DNA, Exudate)*

Bupyc OnwrenHa-bapp, onpegenenne [JHK B BEHO3HON KPOBM
(EBV DNA, Blood)*

Bupyc OnwreniHa-bapp, onpegenenve OHK B moye (EBV DNA,
Urine)*

Bupyc OnwrenHa-bapp, onpegenenne [HK B cockobe
anuTenuanbHbIX KNeTok crnnamcton Hoca (EBV DNA, Scrape of
Nasal Epithelial Cells)*

Bupyc OnwrenHa-bapp, onpegenenne OHK B cockobe
anuTenuanbHblX kneTok potornoTtkm (EBV DNA, Scrape of
Faucial Epithelial Cells)*
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940,00

1435,00
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465,00
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485,00

485,00

485,00

py6

py6
py6

py6

py6

py6

py6
py6

py6

py6

pyo6
pyo6
pyo6
pyo6

py6

py6

py6

py6
py6

py6

py6

py6



351cB

351cnH
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351cn
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186
187

255

275

3511

229

456

456-¢

447

445

440

444

440/444

452

Bupyc 3nwreriHa-bapp, kayectBeHHoe onpeaenenvne OHK B
cbiBopoTke kposu (EBV DNA, Serum)*

Bupyc OnwreriHa-bapp, onpenenenve OHK B cnioHe (EBV DNA,

Saliva)*

Bupyc OnwrenHa-bapp, onpeaenenve HK B cnmHHOMO3roBon
xunakoctn (EBV DNA, Cerebrospinal Fluid)*

Bupyc OnwrenHa-bapp, onpegenenve OHK B cekpete
npocTtarbl, askynate (EBV DNA, Prostatic Fluid, Semen)*
Bupyc OnwrenHa-bapp, onpegenenvne [HK B cockobe
anuTenuanbHbIX KNEToK yporeHuTansHoro Tpakta (EBV DNA,
Scrape of Urogenital Epithelial Cells)*

AHTWTena knacca IgM k kancugHomy aHTUreHy Bupyca
OnwrenHa-bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM )
AHTuTena knacca IgG k agepHomy aHTUreHy Bupyca JniiTerHa-
Bapp (Anti-EBV Nuclear Antigen (EBNA) IgG )

AHTUTena knacca IgG k paHHemy aHTUreHy Bupyca OnuwiTeriHa-
Bapp (Anti-EBV Early Antigen (EA) I1gG )

AHTWTena knacca IgG k kancugHOMy aHTUreHy Bupyca
OnwrewnHa-bapp (Anti-EBV Viral Capsid Antigens (VCA) IgG )
Bupyc OnwrenHa-bapp, konuyecteeHHoe onpeaenervne OHK B
cbiBopoTke kposu (EBV DNA, Serum)*

10.71. 9XxMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)
AHTUTEna knacca IgG k aHTMreHam axuHokokka (Anti-
Echinococcus IgG)

11.1. Mukpobuonormyeckume uccnesoBaHuA:
Hecneuuduueckme BocnanutenbHble 3a601eBaHUA PA3NIUYHBIX
nokanusaumit (Microbiological investigations)

Oncbaktepnos kuweyvHuka (Stool Culture)

[uncbakTepros KuLeYHrKa, onpeaeneHne YyBCTBUTENBHOCTY K
6akTepuodparam (Stool Culture. Intestinal Bacterial Overgrowth,
Bacteriophage Efficiency Testing)

WNccneposaHne Ha BuoLieHO3 Bnaranuiia, onpeaenexHue
YYBCTBUTEMNBHOCTW K aHTUMUKPOOHBIM Y aHTUMUKOTUYECKUM
npenapaTtam (C MUKPOCKOMNWEen HaTUBHOrO nNpenapaTa,
okpawueHHoro no 'pamy) (Vaginal Biocenosis: Bacteriophage
and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

Mwukpockonuyeckoe (6akTepuockonmyeckoe) nccrnefoBaHune
maska, okpalueHHoro no 'pamy (Gram Stain. Bacterioscopic
Examination of Smear)

MoceB Ha MUKONMa3Mbl, ONpeaeneHne YyBCTBUTENBHOCTU K
aHTUMMKPOOHBIM NpenapaTtam (Mycoplasma hominis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*
Moces Ha ypeanna3mbl, onpefeneHne YyBCTBUTENbHOCTA K
aHTMMMKPOGHbIM NpenapaTtam (Ureaplasma spp. Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MUKONMa3My U ypeannasmbl, onpeaeneHne
YYBCTBUTENLHOCTU K aHTUMUKPOOHLIM Npenapartam
(Mycoplasma hominis Culture, Ureaplasma spp. Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha aHa3apOBHY MUKpOdopy, onpegeneHne
YYBCTBUTENLHOCTM K aHTUMUKPOOHbLIM NpenapaTtam (Anaerobic
Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)
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590,00
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474-A

474-0

464-T

464-A

464-0

475-A

467-A

467-¢

441-A

441-0

465-A

465-0¢

446-A

MoceB paHeBOro OTAENAEMOro 1 TkaHel Ha MUKPOoIopy,
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM
npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

MoceB paHeBOro OTAENAEMOro 1 TkaHel Ha MUKPOopy,
onpegerneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbIM
npenapatam u 6aktepunocbaram (Wound/Pus/Aspirate/Tissue
Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

Moces rpyaHoro monoka Ha mukpodropy (Breast Milk Culture.
Bacteria Identification)

MoceB rpyaHOro Moroka Ha MUKpodriopy, onpeaeneHne
YYBCTBUTENBHOCTM K aHTUMUKPOBHBLIM NpenapaTtam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)*

MoceB rpyaHOro Moroka Ha Mukpodpropy, onpegeneHue
YYBCTBUTENBHOCTM K aHTUMUKPOBHBLIM NpenapaTtam 1
6akrepuodparam (Breast Milk Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Moces xenyn Ha Mukpodnopy, onpeaeneHve

YYBCTBUTENBHOCTN K aHTUMUKPOBOHLIM npenapaTam (Bile Culture.

Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB oTAensemMoro BepxHUX AblXaTemnbHbIX NyTen Ha
MUKpOhriopy, onpeaeneHne YyBCTBUTENBLHOCTM K
aHTUMMKPOOHBIM NpenapaTtam (ogHa nokanu3aums) (Upper
Respiratory Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB oTAensseMoro BEpXHUX AblXaTemnbHbIX MyTEN Ha
MuKpodpriopy, onpegeneHne YyBCTBUTENBLHOCTM K
aHTMMMKPOGHBIM NpenapaTtam n baktepunodaram (Upper
Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

MoceB Mo4M Ha MUKpodpriopy, onpeaeneHne YyBCTBUTENBHOCTH
K aHTUMUKPOGHbIM NpenapaTtaM (Urine Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

MoceB Mo4n Ha MUKpodnopy, onpeaeneHne YyBCTBUTENBHOCTU
K aHTUMKKpPOBHBLIM NpenapaTam un 6akTepuodparam (Urine
Culture. Bacteria Identification, Antibiotic susceptibility and
Bacteriophage Efficiency Testing)*

Moces oTaensieMoro rnas Ha MVIKpOC*)J'IOpy, onpepeneHune

YyBCTBUTENBHOCTM K aHTUMUKPOOHLIM npenapaTtam (Eye Culture.

Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces oTaensemoro rnas Ha Mukpodnopy, onpeaenexHne
YYBCTBUTENLHOCTM K aHTUMMKPOOHBIM Npenapartam u
6akrepuodparam (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

MoceB Ha MUKpodopy OTAENAEeMOro NofoBbLIX OPraHoB,
onpegerneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbIM
npenapatam (Genitourinary Tract Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1460,00

1560,00

1020,00

1340,00

1445,00
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446-0

473-A

473-0

477-A

472-A

481

484

438-A

438-P

402

403

404

405

407

MoceB oTAensemMoro NoNoBbLIX OPraHoB Ha MUKpodropy,
onpegerneHne 4yBCTBUTENBHOCTM K aHTUMUKPOGHbIM
npenapatam u 6akrepunodaram (Genitourinary Tract Culture.
Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB oTaensemoro yiien Ha MUKpodiopy, onpeaeneHne
YYBCTBMTENBHOCTU K aHTUMUKPOOHBIM npenapaTam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB oTaensemoro yiien Ha MMKpodrnopy, onpeaeneHve
YYBCTBUTENBHOCTM K aHTUMUKPOBHBLIM NpenapaTtam 1
6akrepuodparam (Ear Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

MoceB NyHKUMOHHOTO MaTepumana Ha M1kpodnopy,
onpepenexHne YyBCTBUTENBHOCTM K aHTUMUKPOBHbLIM
npenapatam (Punctate Fluid Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

MoceB MOKPOTLI U TPaxeobpOoHXManbHbBIX CMbIBOB Ha
MuKpodpriopy, onpegeneHne YyBCTBUTENBLHOCTM K
aHTUMMKPOGHBIM NpenapaTamM 1 MUKpockonuen maska (Sputum
and Tracheobronchial washings Culture. Bacteria Identification
and Antibiotic Susceptibility Testing, Microscopy)*
ApneHoupyc (Adenovirus), AvaperiHbli CUHAPOM, aHTUrEeHHbIV
TecT (Adenovirus. One Step Rapid Immunochromotographic
Assay)

Xenwukobaktep nunopu (Helicobacter pylori), aHTUreHHbI TECT
(Helicobacter pylori. One Step Rapid Immunochromotographic
Assay)

MoceB kpoBu 1 BUoXMAKOCTEN Ha a3pObHYI0 1 aHa3POBHYIO
MuKpodpriopy, onpegeneHne YyBCTBUTENLHOCTM K
aHTMMMKPOGHEIM Npenapatam (Blood Culture, Biofluids Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB kpoBu 1 BUoxXnaKocTen Ha aspobHyIo 1 aHa3POBHYIO
MuKpodpriopy, onpegeneHve YyBCTBUTENLHOCTM K
pacLUMPEeHHOMY CNEKTPY aHTUMUKPOOHBIX NpenapaTtos (Blood
Culture, Biofluids Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)

Kamnunobakrep, AvapenHbii CUHOPOM, BbISBIIEHUE aHTUrEHA B
Kane, ummyHoxpomaTtorpadms (Campylobacter spp., One step
rapid immunochromotographic assay, antigen, stool)

oHopes, BbIIBNEeHWe aHTUreHa, MMyHoxpomMaTtorpadus
(Neisseria gonorrhoeae test, One step rapid
immunochromotographic assay)

ALeHOBMPYC PECNUPaTOPHbLIN, BbISBIIEHNE aHTUreHa B
pecnvpaTtopHOM TpakTe, UMMyHoxpomMaTorpadusa (Adenovirus,
respiratory infection, One step rapid immunochromotographic
assay, antigen)

JlernoHenna, BbIIBNEHUE aHTUreHa B MoYe,
nmmyHoxpomatorpadus (Legionella pneumophila, One step
rapid immunochromotographic assay, antigen, urinae)
Xnamuguu, BbiSiBNEeHNE aHTUreHa B Ma3kax yporeHuTansHoro
TpakTa, ummyHoxpomatorpadus (Hexagon Chlamydia, One step
rapid immunochromotographic assay, antigen)
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460

461

462

463

466
469

470

471

482

483

485

486

487
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lMHEeBMOKOKK, BbIBIEHNE aHTUreHa B Move,
nmmyHoxpomartorpadus (Streptococcus pneumoniae, One step
rapid immunochromotographic assay, antigen, urinae)
OHTEpOBMPYC, BbISBIEHNE aHTUreHa B Karne,
nmmyHoxpomartorpadus (Enterovirus, One step rapid
immunochromotographic assay, antigen, stool)

Jlnctepwuu, BbiIsBNeHNe aHTUreHa B kane,
nmmyHoxpomartorpadus (Listeria monocytogenes, One step
rapid immunochromotographic assay, antigen, stool)
PecnupatopHo-cMHuuTnaneHsii Bupyc (PC-nHdekuus),
BbISIBIIEHWE aHTUreHa, MMmyHoxpomarorpadms (Respiratory
Syncytial Virus, RSV, One step rapid immunochromotographic
assay, antigen)

MoceB rmHekonornyeckoro Matepmnana Ha nuctepum (Listeria
monocytogenes, nuctepuno3s) (Listeria monocytogenes Culture.
Bacteria Identification)

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcnHnos,
onpegerneHne 4yBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

Moces kana Ha kamnunobaktep (Campylobacter spp.)
(Campylobacter spp., Stool Culture. Bacterial Identification)
Moces Ha knoctpuguum (Clostridium difficile,
ncesgomembpaHo3Hbin konut) (Clostridium difficile Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)
Potasupyc (Rotavirus), AnaperiHbiii CUHOPOM, aHTUrEHHBIA TECT
(Rotavirus Direct Detection by Latex Agglutination)

Moces Ha GeTa-reMonUTUYECKUA CTPENTOKOKK rpynmbl A
(Streptococcus group A, Streptococcus pyogenes)
(Streptococcus pyogenes Culture. Bacteria Identification)
Moces Ha gndTeputo (Corynebacterium diphtheriae Culture)
Moces oTaensemoro poTornoTkn Ha 6opaeTtennbl (Bordetella
pertussis/parapertussis, kokntow/napakokniow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

MoceB Ha MEHWHIOKOKKW, onpeaeneHne YyBCTBUTENBHOCTY K
aHTUMKKPOOHbIM NpenapaTtam (Neisseria meningitidis Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)
Kpuntocnopuauu napeym (Cryptosporidium parvum),
AvaperiHbii CUHAPOM, aHTUreHHbIn TecT (Cryptosporidium
parvum. One Step Rapid Immunochromotographic Assay)
Jlam6nun (Giardia liamblia), anaperiHbii CUHAPOM, aHTUrEHHbIN
TecT (Giardia liamblia. One Step Rapid Immunochromotographic
Assay)

VccnenoBaHue Ha kuwweyHyto nanoydky (Escherichia coli
0157:H7, awepnxmos), anaperiHbii CUHAPOM, aHTUrEHHBIN TeCT
(Escherichia coli O157:H7. One Step Rapid
Immunochromotographic Assay)

Toxin A Clostridium difficile, nceBaomembpaHo3HbI KONuT,
aHTureHHbI Tect (Toxin A Clostridium difficile. One Step Rapid
Immunochromotographic Assay)

CTpenToKOKK rpynnbl A, aHTUTEHHbIN TeCT (oTAensemoe
poTtornoTku) (Streptococcus Group A. One Step Rapid
Immunochromotographic Assay)

CTtpenTokoKk rpynnbl B, aHTureHHbin Tect (Streptococcus Group
B. One Step Rapid Immunochromotographic Assay)
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1420,00

1490,00
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459-1N

459-0

466-A

468-A

WHpnoeHua A+bB (Influenza A+B, rpunn), aHTUreHHbIN TecT
(Influenza A+B. One Step Rapid Immunochromotographic
Assay)

MoceB Ha 6eTa-reMonMTUYECKNI CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae)
(Streptococcus agalactiae Culture. Bacteria Identification)
MoceB Ha gpoxokenogobHble rpubsl (pogos Candida,
Cryptococcus) ¢ onpefeneHnem YyBCTBUTENbHOCTH K
aHTuMmKoTu4Yeckum npenapatam (Yeast Culture. Identification
and Antimycotic Susceptibility testing)

Moces Ha GeTa-reMonNUTUYECKUA CTPENTOKOKK rpynmnbl B
(Streptococcus group B, Streptococcus agalactiae),
onpegerneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapartam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

Moces Ha naToreHHyto kuwweyHyto dnopy (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification)
MoceB Ha NaToreHHyto KULEYHyo dnopy, onpeaeneHue
YYBCTBUTENLHOCTW K aHTUMMKPOOHLIM Npenapartam u
6akrepuodparam (Stool Culture, Salmonella spp., Shigella spp.
Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

MoceB Ha kunweyHyto nanouky (Escherichia coli O157:H7,
3LUEepMXMo3), onpeaeneHne YyBCTBUTENBHOCTM K
aHTMMKKPOOHBIM NpenapaTtam (Escherichia coli O157:H7
Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

MoceB Ha kunweyHyto nanouky (Escherichia coli O157:H7,
3LUEepUXM03), onpeaeneHne YyBCTBUTENBHOCTM K
aHTUMMKPOOHBIM NpenapaTtam u bakrepuodaram (Escherichia
coli O157:H7 Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 30n0TUCTbIN cTadmnokokk (Staphylococcus aureus),
onpegerneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapatam (Staphylococcus aureus Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

MoceB Ha 3onoTucTbIN cTadmnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)
MoceB Ha 3onoTucTbIN cTadmnokokk (Staphylococcus aureus,
onpegerneHne 4yBCTBUTENbHOCTM K aHTUMUKPOBHbIM

npenapatam u 6aktepunodaram (Staphylococcus aureus Culture.

Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

MoceB Ha 6eTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes),
onpegerneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbIM
npenapatam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

MoceB Ha 30MOTUCTBIN CTAUIOKOKK (METULMITIINH-
PE3MCTEHTHBIN 30M0TUCTBIN cTadmnokokk, MP3C)
(Staphylococcus aureus), onpegeneHne 4yBCTBUTENbHOCTY K
aHTUMKKPOOHBLIM NpenapaTam (Staphylococcus aureus

(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.

Bacteria Identification and Antibiotic Susceptibility Testing)

2520,00

845,00

1030,00

1195,00

920,00

1310,00

1260,00

1375,00

1090,00

910,00

1260,00

1185,00

1275,00
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468-1

468-0

457-A

192

191

1310

4192

4193

4194

1311

1312

1235

449

45
46
47

948

6948

193

MoceB Ha 30M0TUCTbIN CTAadUNOKOKK (METULIMNIINH-
PE3MCTEHTHBIN 30M0TUCTBIN cTadmnnokokk, MP3C)
(Staphylococcus aureus) (Staphylococcus aureus (Methicillin-
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification)

MoceB Ha 30MOTUCTbIN CTAaUNOKOKK (METULIMNIINH-
PEe3MCTEHTHBIN 30M0TUCTBIN cTadmnokokk, MP3C)
(Staphylococcus aureus), onpeaeneHue 4yBCTBUTENBHOCTU K
aHTUMUKPOOHBIM Npenapartam n 6aktepuocaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus
aureus — MRSA) Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha NaToreHHyto KULeYHyo dnopy, onpeaeneHue
YYBCTBUTENLHOCTM K aHTUMUKPOOHbLIM npenapatam (Stool
Culture (Salmonella spp., Shigella spp.). Bacteria Identification
and Antibiotic Susceptibility Testing)

12.1. KomnneKcHble MUMMYHONOTUYECKUe uccnepoBaHusa
(Comprehensive Immunological Examination)
MmmyHonoruyeckoe obcrneoBaHne pacliMpeHHoe
(Immunological Survey Extended)

WmmyHonoruyeckoe obcrnegoBaHNe CKPUHUHIOBOE
(Immunological Survey, Screening)

darountapHasa aktnBHocTb nenkoumTtoB (Phagocytic Activity of
Leucocytes)

deHoTNMpoBaHue NumdoLMTOB (OCHOBHbIE cybrnonynaumnm) —
CD3, CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping:
CD3, CD4, CD8, CD19, CD16, CD56)

CD4+ T-numdouuTsl, % 1 abcontoTHoe konuyecTso (T-
xennepsbl, CD4+ T-cells, Percent and Absolute)
B-numdouutsl, % 1 abcontoTHoe konnyectso (CD19+
numdoumnTtsl, B-cells, Percent and Absolute)

AkTBupoBaHHble numdoumnTsl (CD3+HLA-DR+, CD3-HLA DR+)

(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)*
CnocobHocTb numdountos k aktueaumm (Lymphocyte Activation
Ability)

Linpkynupytowme ummyHHble komnnekcol (LK) obwne
(Circulating Immune Complexes (CIC) Total)

Moces Ha roHokokk (Neisseria gonorrhoeae, roHopes),
onpegerneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

12.2. UmmyHorno6ynuHbl 06wme (Immunoglobulins, Total)
MmmyHorno®ynumHel knacca A (Immunoglobulin A, IgA)
MMmyHorno6ynuxel knacca M (Immunoglobulin M, IgM)
MmmyHornobynuxel knacca G (Immunoglobulin G, 1gG)
12.3. Cneuunduueckmne 6enku (Specific Proteins)
Q03nHODUINbHLIM KaTUoHHbIN 6enok (Eosinophil Cationic
Protein, ECP)

O03nHODUINbHLIM KaTUOHHbIN 6enok (Eosinophil Cationic
Protein, ECP)

12.4. KomnoHeHTbl KomnaemeHTa (Complement Components)
KomnoHeHTbl cuctembl komnnemeHta C3, C4 (Complement
components C3, C4)

1030,00

1305,00

1140,00

12505,00
7675,00

1640,00

4220,00
2625,00

2730,00

3340,00
3920,00

1335,00

940,00

490,00
490,00
490,00

1270,00

2530,00

1060,00
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1315C3

1316C4

1535

1534
836

210
211
212
213

214

1043

1044
1045
1047
1048
1049

1050
1051
1052
1054

1055
1056
1064
1057
1058
1059
1066
1060
1148
1061
1062
1063

C3 KomnoHeHT cuctembl komnnemeHTa (Complement
Component C3)
C4 KomnoHeHT cuctembl komnnemeHTa (Complement
Component C4)

CucTtema koMnnemeHTa: KOMOUHUMPOBaHHast OLeHKa OyHKLUK
Knaccu4yeckoro, anbTepHaTUBHOIO N NEKTUHOBOIO NyTen
aktmBauun metogom MDA (Functionality Test of Complement:
Classical, Alternative and Lectin Pathways, ELISA)

CucTtema koMnnemeHTa: oLeHka yHKLMOHAaNbHON akTUBHOCTH
(CH50) (Functionality Test of Complement (CH50))
UHrnéutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH)
12.5. LlutokuHbi (Cytokines)

WHTepnenkun-1? (UN-17?) (Interleukin 1 Beta, IL-1)
UHTepneikun-6 (UN-6) (Interleukin 6, IL-6)

WHTepnenkuH-8 (UN-8) (Interleukin 8, IL-8)

WHTepneikun-10 (UI1-10) (Interleukin 10, IL-10)

®akTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor
Alpha, TNF-?, Cachectin)

13.1. UHTepdepoHoBbIii cTaTyc (Interferon Status)
WccnepgosaHue nHtepdepoHosoro ctatyca (Study of Interferon
Status)

13.2. UnTepdepoHoBbIii cTaTyc (4 noKasaTensa) ¢
onpeaeneHnem YyBCTBUTE/IbHOCTU K NpenapaTtam
uHtepdepoHa (Interferon Status (4 Parameters))

WHrapon (Ingaron)

WHTpoH (Intron)

PeadepoH (Reaferonum)

PeanbanpoH (Realdiron)

PodepoH (Roferon)

13.3. UHTepdepoHoBbIii cTaTyc (4 NnoKkasaTens) ¢
onpeaeneHnem YyBCTBUTENIbHOCTU K MHAYKTOPam
uHtepdepoHa (Interferon Status (4 Parameters))

AmMuKcuH (Amixin)

Karouen (Kagocel)

Heosup (Neovir)

LinknodepoH (Cycloferonum)

13.4. UnTepdepoHoBbIii cTaTyc (4 noKkasaTens) ¢
onpeaeneHnem YyBCTBUTENIbHOCTU K UMMYHOMOAYNATOPAM
(Interferon Status (4 Parameters))

anasuT (Galavit)

enoH (Hepon)

M3onpuHo3nH (Isoprinosine)

WmmyHan (Immunal)

MmyHodbaH (Imunofan)

MmmyHomake (Immunomax)

MmyHopuke (Imunorix)

Jnkonng (Licopid)

Manasup (Panavir)

Monvnokcugonni (Polyoxidonium)

TakTtueuH (Tactivinum)

TumoreH (Thymogen)

14.1. CuctemHble 3a60neBaHUA COEQUHUTENbHO TKAHU
(Connective-Tissue Diseases, CTDs)

565,00

565,00

3600,00

1545,00
2270,00

2240,00
2345,00
2240,00
2240,00

2355,00

6290,00

2490,00
500,00
2490,00
500,00
500,00

2490,00
2490,00
2490,00
2490,00

2490,00
500,00

2490,00
2490,00
2490,00
2490,00
2490,00
2490,00
2490,00
2490,00
2490,00
2490,00
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125

126

1267

1586ADN

825

826

827

956

4059

4060

4061

4069

137/138

966/74

967

AHTUsIAepHble aHTUTENa (AAA, aHTMHYKNeapHble aHTUTenNa),

ckpuHuHr (Anti-Nuclear Antibodies, ANA, Screening) 1020,00
AHTUTena knacca IgG k gBycnupansHoi HatusHow OHK (aHTu-

AcOHK 1gG, aHTn-AHK) (Double-Stranded (Native) DNA IgG

Antibodies, Anti-dsDNA IgG) 990,00

AHTUHYKNeapHbin daktop, HEp-2 cybctpaT (AH®, TUTPHI,
aHTUHYKMeapHble aHTUTeNna METOAOM HENPSIMOW
MMMYyHodnoopecueHLMn Ha npenapartax HEp-2-kneTok)

(Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,

Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers) 1555,00
AnTtuTena k ocIHK B cbiBOpOTKE KPOBU, NOATBEPKAAKOLLNIA TECT

¢ ucnonb3oBaHnem cyberpata Crithidia luciliae, IgG, meTogom

Henpsimon nmmyHodpntoopecueHumm (Crithidia luciliae indirect

fluorescent test (CLIFT)) 1315,00
AHTUTena knacca IgG k akcTparmpyeMomy HykneapHomy

aHTureHy (QHA) (Extractable Nuclear Antigen, ENA, Anti-
Ribonucleoprotein Antibodies, Anti-RNP) 1270,00
MaHenb aHTUHYKNEeapHbIX aHTUTEN NPW CKIepPoaepPMUA

(pasgenbHoe onuncaHne aHTuTen K aHtureHam Scl-70, CENP-A,

CENP-B, RP11, RP155, doubpunnsapuH, NOR90, Th/To, PM-

Sc100, PM-Scl75, Ku, PDGFR, Ro-52), nmmyHo6noT

(Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,

CENP-A, CENP-B, RP11, RP155, conbpunnspud, NOR9O,

Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52,

Immunoblotting) 4430,00

AHTUHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60

kda), SS-A (52 k[Ja), SS-B, Scl-70, PM-Scl, PCNA, CENT-B,

dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny),
nmmyHobnoT (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52

kDa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting) 3895,00
AHTUTena knacca IgG k Hykneocomam (aHTMSAepHble

aHTuTena), ckpuHuHr (Anti-Nuclear Antibodies, ANA, 1gG,

Screening) 1375,00
CkpuHUWHT bonesHen coeguHuTenbHom TkaHn (AT k QHA,
aHTUHYyKneapHbI dakTop (AHD)) 2450,00

CunctemHas KpacHasi BondaHka, oocnegosaHue (AT k

Hykrneocomam, AT k kapguonunuHy, 1gG; AT K KapAMONuNuHy,

IgM; aHTuHYyKneapHbIn daktop (AHD)) 4915,00
OnddepeHumnanbHasn gnarHoctuka CKB n gpyrnx

peBmaTnyeckux 3abonesaHuii (AT Kk Hykreocomawm,

aHTUHYyKneapHbI dakTop (AHD)) 2555,00
Mpocune «CuctemHas kpacHasa BonyaHka (CKB), MOHUTOPUHT
aktneHocTu (aHTn-gc-AHK IgG, C3, C4 KOMMOHEHTHI

komnnemeHTa)» (Systemic lupus erythematosus (SLE) profile,

activity monitoring (anti-double-stranded DNA IgG, C3 and C4
complement components) ) 1870,00
14.2. AHTudochonunuaHolii cuugpom (Antiphospholipid

Syndrome, APS)

AHTuTena knaccos IgM n IgG k dpocchonmnuagam (Anti-

Phospholipid Antibodies, APA, IgM, IgG) 1295,00
AHTuTena knaccos IgG n IgM k docdatnguncepuHy (Anti-
Phosphatidylserine, 1gG, IgM) 2040,00
AHTuTena knaccos IgA, IgM, IgG k KapanonunnHy, CKPUHUHT

(Cardiolipin Antibodies IgA, IgM, 1gG, aCL, Screening) 1360,00

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6



968

969

997

1284

1340

1341

1342
4062
4063

4064

1204

965

1332

1333

808

1536
44

807

970

812

822

AHTUTEna knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL

IgA) 1600,00
AHTUTena knacca IgG k kapamonununy (Anticardiolipin IgG, aCL

1gG) 1375,00
AHTUTena knacca IgM k kapgunonunuiy (Anticardiolipin IgM, aCL

IgM) 1355,00
AHTUTena knaccos IgG, IgA, IgM k 6eTa-2-rnnkonpoTeunHy 1,

cymmapHo (Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, I1gG,

IgA, IgM, Total) 1350,00
AHTUTena knaccos IgG u IgM k dpochatnanncepuH-

NPOTPOMBUHOBOMY KOMMIEKCy, cymmapHo (Anti-
Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG,

IgM, Total) 1560,00
AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies,
aAnV, IgG) 1660,00
AHTuTENa Knacca IgM k aHHekcnHy V (Annexin V Antibodies,
aAnV, IgM) 1660,00
AT k kapguonununy, IgG, IgM 2345,00
[narHoctuka BTOPUYHOrO aHTUdochonunuaHoro cMHApoma
(AH®, AT k kapamonununy, 1gG, IgM) 3710,00

AHTUdOCHONUNUAHBIA CUHAPOM, pa3BePHYTOE Ceporiornyeckoe
nccnegosaHue (AH®; AT k kapanonununy, 1gG, IgM; AT k 6eTa-
2-rnukonpoTeunHy 1) 4935,00
14.4. PeBMaTOMAHbDIN apTPUT, NOPa’KEHUA CYCTAaBOB

(Antiphospholipid Syndrome, APS)

AHTUTENA K UMKNNYECKOMY UUTPYNNIMHMPOBAHHOMY NenTuay

(ALILIT) (Anti-Cyclic Citrullinated Peptide, anti-CCP) 1810,00

AHTuTena knacca IgG k kepaTuHy (AHTUKEpPaTUHOBbIE aHTUTena,
AKA, AHTudpmnarrpuHoBble aHTutena, A®A) (Anti-Keratin
Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG) 2460,00

AHTUTEna knacca IgG k mogmundupoBaHHOMY
UUTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MLIB) (Anti-Mutated
Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified

Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 1gG) 1705,00
PesmatoungHbin daktop, IgA (PP IgA; Rheumatoid Factor, RF,
IgA) 1295,00

KpucTannbl B Maske CMHOBUAnNbHOM XUAKOCTU (MOHOypaT
HaTpus, nupodpocdat kanbums) (Synovial Fluid Smear, Crystals) 1910,00
OnvromepHbI MaTpUKCHBIN 6enok xpawa (Human Cartilage

Oligomeric Protein, COMP) 2870,00
PesmatoungHein daktop (PP) (Rheumatoid Factor, RF) 695,00
14.5. BacKynauTtbl u nopaxkeHusa noyek (Vasculitis and Renal

Lesions)

AHTUTena knacca IgG k 6asanbHon membpaHe Knybo4koB novek
(anTn-BMK) (Glomerular Basement Membrane Antibodies, Anti-

GBM, IgG) 1890,00
AHTuTena knacca IgG k umtonnasme Hentpodunos (AHLIA)
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG) 3020,00

AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro

aHpotenusa (HUVEC), cymmapHo (Anti-Endothelial Cell

Antibodies, AECA, IgG, IgA, IgM, Total) 1985,00
AHTUTEna knaccos IgG, IgA, IgM k peuenTopy docdonmnassl A2
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor

Antibodies, Anti-PLA2R, IgG, IgA, IgM, Total) 3465,00
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823

837

955

821

4065

4066

4067

201

202

202CMX

200

1285

1286

1209

1287

1290

AHTUTena knacca IgG k mmenonepokcugase (aHTM-MPO)

(Myeloperoxidase Antibody, MPO) 1375,00
AHTuTena knacca IgG k C1q dakropy komnnemeHta (Anti-
Complement 1q Antibodies, Anti-C1q, IgG) 1925,00

AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-

Proteinase-3 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) 1375,00
MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUMbHBIX aHTUTEN

(naHenb aHTureHos AHLLA), IgG (Anti-Neutrophil Cytoplasmic

Antibodies, ANCA, IgG, Panel) 3380,00
[unarHoctuka rpaHynemMaTo3HbIX BaCKyNUTOB (aHTUHYKNeapHbIN

dakTop (AH®), AT k untonnasme Hentpocunos (AHLUA/PANCA,
cANCA), IgG) 3550,00

[IunarHoctuka BeicTponporpeccupyioLero rnomepynoHedpura

(AT k 6asanbHon MmembpaHe krybo4dkoB rnodvek, AT K uMTonnasme
Hentpodunos (AHLIA/pANCA, cANCA), IgG) 3885,00
[unarHoctuka ayTOMMMYHHOIO NMopaxXeHusl noyek

(aHTnHykNeapHbIn dakTop (AHD), AT k 6asansbHo membpaHe

knybo4koB noyek, AT K LMTONNasMe HeMTpodunnos

(AHLIA/pANCA, cANCA), I1gG) 5240,00
14.6. AyTOMMMYHHbIe SHAO0KPUHOMNATUU: CaXapHbii anaber 1-

ro Tuna (Autoimmune Endocrinopathies: Diabetes mellitus

type 1)

AHTUTena knacca IgG k 6eTa-kneTkam nomkenyao4YHON xenesbl
(Anti-Islet Cell Antibodies, Islet Cell Autoantibodies, ICA) 1595,00
AHTUTena knacca IgG k rnyramatgekapbokcunase (aHTu-GAD)
(Anti-GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-

GAD, IgG) 1855,00
AnTtuTena k GAD (rnytamatgekapbokecunase), IgG, nuksop (Anti-

GAD (glutamic acid decarboxylase), IgG, CSF) 2165,00
AnTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, I1AA,

IgG) 1225,00

AHTUTENA K TMpO3MHocdaTase (IA-2) (Islet Antigen 2
Antibodies, Anti-lIA2 Antibodies, |IA-2 Ab, Tyrosine Phosphatase
Antibodies) 1885,00

AHTUTENA K aHTUreHam KNneToK NoaxenyaoyHom xenessl GAD/IA-

2, cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, IA2, ICA-512) Autoantibodies, Total) 1870,00
14.8. AyTOMMMYHHbIE SHAOKPUHONATUU: NOPAXKEHUE

HaANOYEe4YHMKOB, ayTOMMMYHHasa NaTo/I0rUA roHas

(Autoimmune adrenal and gonadal insufficiency)

AHTUTena knaccos IgA, IgM, IgG k TkaHu AnyHKKa

(aHTnoBapuanbHble aHTUTENA), cymmapHo (Anti-Ovarian

Antibodies, AOA, IgA, IgM, IgG, Total) 2160,00
AHTUTena knaccos IgA, IgM, IgG k ctepomanpoayuupyowmm

knetkam HagnoyveyvHuka (ACTIK), cymmapHo (Anti-Steroidal Cell
Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM,

IgG, Total) 1500,00
AHTUTEna knaccos IgA, IgM, IgG k ctepovanpoayuupyowmm

KneTkam sinyka, cymmapHo (Anti-Testicular Steroid-Cell

Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular

StCADb, Steroidal Cell Autoantibodies, SCA against Testis, IgA,

IgM, 1gG, Total) 1795,00
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AHTUTENA K CTEPOMANPOAYLIMPYIOLLMM KEeTKam penpoayKTUBHbIX

1291 TkaHen (Reproductive tissue steroid-producing cells Antibodies) 3160,00 py6
14.9. AytoummyHHble 3a60oneBaHuA Koxu (Autoimmune Skin
Diseases)
AHTuTena knacca IgG k 6a3anbHon membpaHe koxun (Basement

809 Membrane Zone Antibodies, BMZ, IgG ) 2395,00 pyb

AHTuTena knacca IgG k gecmocomam anmgepmumca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3

813 Antibodies, 1gG) 2395,00 py6
AHTUTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1

1298 Antibodies, 1gG) 2475,00 py6
AHTUTena knacca IgG k gecmorneunny-3 (Desmoglein 3, DSG3

1299 Antibodies, 1gG) 2440,00 py6

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies,
Bullous Pemphigoid (180 kDa) Antibodies, Antibodies to BP
1330 Antigen 2, IgG) 2395,00 pyb6
AHTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies,
Bullous Pemphigoid (230 kDa) Antibodies, Antibodies to BP
1331 Antigen 1, IgG) 2515,00 py6

Mpodwmne «OuarHoctuka 6ynnesHbix aepmaTto3oB (AT kK
necmocomam anuaepmuca, AT k 6a3anbHON memMBpaHe KOXu)»
(Bullous Dermatosis Diagnostics profile (antibodies to epidermis
4054 desmosomes, antibodies to skin basal membrane)) 4370,00 py6
14.10. AyTOMMMYHHDbIE NOPAXKEeHUA }KeNyA04YHO-KULLEYHOTO
TpakTa. Llennakua (Autoimmune Disorders of Gastrointestinal
Tract (Gl Tract, GIT). Coeliac Disease)
AHTUTena knaccos IgA 1 IgG K 3HAOMU3MIO (AHTMIHOOMU3UINHBIE

aHTuTena, AOMA), cymmapHo (Anti-Endomysial Antibodies, Anti-
972 EMA, IgA, IgG, Total) 1525,00 py6

AHTUTEna knacca IgA K aHgOMU3MI0 (AHTUIHAOMU3NHBIE
810 aHTuTtena, ASMA) (Anti-Endomysial Antibodies, Anti-EMA, IgA) 1545,00 py6

AHTUTEna knaccos IgA, 1gG, IgM k napueTtanbHbIM KneTkam
xenyaka (AMNKX), cymmapHo (Gastric Parietal Cell Antibodies,

805 GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total) 1815,00 py6
AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-

971 Reticulin Antibodies, ARA, IgA, IgG, Total) 1655,00 py6
AHTWTena knacca IgG k geamnamMpoBaHHbIM NenTuaam

270 rmmaguHa (Anti-Deaminated Gliadin Peptide, Anti-DGP, IgG) 1175,00 py6
AHTWTena knacca IgA k feamnanmpoBaHHbIM NenTuaam rnmagumHa

271 (Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA) 1175,00 py6
AHTuTENA Knacca IgA k TkaHeBon TpaHcrntoTamuHase (Anti-

1282 Tissue Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) 1275,00 py6
AHTuTena knacca IgG k TkaHeBoW TpaHcrnoTaMmmHase (Anti-

1283 Tissue Transglutaminase Antibodies, Anti-tTG, tTGA, IgG) 1275,00 py6
AHTuTena knacca IgG k BHyTpeHHemy dakTopy KacTtna (Anti-

817 Intrinsic Factor, IFADb, Intrinsic Factor Antibodies, IgG) 1795,00 py6

AHTUTena knacca IgG k caxapomuuetam (amarHoctuka 6onesHm
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG

1335 ) 1325,00 py6
AHTWTena knacca IgA k caxapomuueTam (anarHocTvka 6onesHun
Kpona) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA

1336 ) 1325,00 py6
AHTuTENa Knacca IgA k untonnasme Hentpodunos (AHLA) (Anti-

1337 Neutrophil Cytoplasmic Antibodies, ANCA, IgA) 1360,00 py6



944

4055

4056

4057

4058

1530BKK

[dnarHocTuka ayTouMMyHHOrO naHkpeaTuTa u apyrux IgG4-
accounnpoBaHHbIX 3abonesanui (Diagnosis of Autoimmune

Pancreatitis and other IgG4-Related Diseases) 2195,00
CepopauarHocTtuka ayToMMMYHHOTO racTpuTa u NepHULMO3HOW

aHemum (AT K napueTanbHbIM KneTkam xenyaka; AT K

BHYTpeHHeMmy dakTopy Kactna) 3265,00
CepoauarHocTuka 6oneaHun KpoHa v Hecneuudmnyeckoro

asseHHoro konuta (HAK) (AHLA/pANCA, cANCA, 1gG;

AHUA/ANCA, IgA; ASCA, IgG, IgA) 5705,00

Llennakuns, ceponornyeckuin ckpuHuHr (AT K sHOomMusmio, IgA;

AT K jeamyampoBaHHbIM NenTuaam rmmaguHa, 1gG; IgA obw.)  2920,00
Liennakus, ceponornyeckas gmarHoctuka (AT K a3HAOMU3NIO,

IgA; AT k TkaHeBOW TpaHcriyTamuHase, IgA, 1gG; IgA obLw.) 4150,00
AHTUTEna knaccos IgA 1 IgG kK 60KkanoBMAHbIM KNeTkam

KnweyHuka, cymmapHo (Anti-Intestinal Goblet Cells Antibodies,

GAB, IgA, IgG, Total) 2185,00

AHTUTena knaccos 1gG u IgA k GP2 aHTureny

1531AALIK ueHTpoaunHapHbIX KneTok nogxenyaodHon xenesol (Anti-GP2) 2060,00

1532AIMXK

804

806

819

1288

1289

936

937

938

AHTUTENA K auMHapHbIM KNeTkaMm NoaxenynoyvHou xenesbl, IgG

1 IgA cymmapHoO (aHTMTena K 9K30KPMHHOMW YacTu

nomxenyao4vHon xenesbl, Autoantibodies against Exocrine

Pancreas, Pancreatic Antibodies, PAB) 1315,00
14.11. AyTouMmMyHHble nopaxeHusa nevyeHu (Autoimmune Liver
Diseases)

AHTUTEna knaccos IgA, 1gG, IgM kK MUTOXOHOPUAM
(AHTMMUTOXOHOPWanNbHbIE aHTUTENa, AMA), cymmapHo (Anti-
Mitochondrial Antibodies, AMA, IgA, IgG, IgM, Total) 1900,00
AHTuTena knaccos IgA, 1gG, IgM k rnagkon myckynaTtype,

cymmapHo (Smooth Muscle Antibodies, SMA, Anti-Smooth

Muscle Antibodies, ASMA, IgA, IgG, IgM, Total) 1825,00
AHTUTENA K MMKPOCOMaM NeYeHn 1 NoYek, CyMmMapHO

IgA+1gG+IgM (anti-liver kidney microsomal antibody, anti-LKM,

IgG+IgM+ IgA) 1820,00

MaHenb aHTUTEN knacca IgG npu ayTouMMyHHbIX 3aboneBaHnsix

neyenn (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210,

LKM-1, LC-1, SLA/LP, SSA/R0-52), ummyHo6mnoT (Autoimmune

Disease Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML,

gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG, Immunoblotting) 3780,00
AHTUTena knacca IgG k acmanornmkonpoTeMHOBOMY peLEenTopy
(anTn-ASGPR) (Autoantibodies Against Asialoglycoprotein

Receptor, Anti-ASGPR, 1gG) 1795,00
14.12. AyTouMmMyHHble HeBposioruyeckue 3abonesaHuna

(Autoimmune Neurological Disoders)

AHTUTEna knaccos IgA, 1gG, IgM k akBanopuHy 4, CymMapHo
(onarHoctuka HempoonTukommnenuta, NMO) (Aquaporin-

4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO,

IgA, 1gG, IgM, Total) 3030,00
AHTUTena knacca IgG k ckenetHbiM Mbiwtam (ACM) (Anti-
Skeletal Muscle Antibodies, AStMA, IgG) 1480,00

AHTUTena knaccos IgG u IgM k raHrnuosugam (navH-é6not: GM1;
GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b,
cynbdaTtuabl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b

Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies

Panel, Total) 5715,00
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py6
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MuosuT-cneundunyHble aHTuTena knacca lgG (nanH-6not: Mi-2,

Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52))
939 (Myositis-Specific Panel)

AHTUTENA K aueTnnxonnHoBomy peuentopy (AxP, anarHoctuka

mMuacteHumn), cymmapHo (Acetylcholine Receptor Antibodies, Anti-

803 AChR, Total)

AHTUHenpoHaneHble aHTUTena knacca IgG (nanH-6not: Hu
(ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amducdunanH)

(Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1),

953 CV2, Ma2, Ri (ANNA2), Amphiphysin))
AnTtuTena knacca IgG NMDA (N-meTtunn-D-acnaptar)
rnytamatHomy peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate
954 Receptor Antibodies 1gG)
AnTtutena k NMDA rnytamatHomy peuenTopy, IgG,
onpepgenexuve B nuksope (aHTM-NMDAR IgG, N-methyl-D-
954CMX Aspartate Receptor Antibodies, CSF)
OnuroknoHanbeHbIv IgG B nukBope (uepebpocnuHanbHon
Xnakoctun) u ceiBopoTke kposm (Oligoclonal IgG, Cerebrospinal
4049 Fluid (CSF), Serum)

CBobogHble nerkue LenyM MmyHornobynvMHoB kanna n namoéaa B
nuksope (Cerebrospinal Fluid Concentration of Immunoglobulin

1541 Free Light Chains)
AHTUTENna k mnenuny IgG, metog Henpsimown
1538 nmmMmyHodnoopecueHumm (Anti-myelin antibody, IgG, IF)

AnTtuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMeKca KanmeBbIX

kaHanos), IgG, cbiBopoTka kpoBu (VGKC-associated proteins
1581CB LGI1 and CASPR2 antibodies, serum)

AHTuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMIEKca KanmeBbIX

kaHanos), I9gG, nukeop (VGKC-associated proteins LGI1 and
1581CMX CASPR?2 antibodies, CSF)
AHTuTENa K peuentopam HeripoHoB Tunos NMDA,CASPR, LGl,
AMPA1, AMPA2, GABAR1 knacca IgG, pa3genksHo,
1582CB  onpegeneHune B CbIBOPOTKE
AHTMTENA K peuenTopam HelripoHoB Tunos NMDA,CASPR, LG,
AMPA1, AMPA2, GABAR1 knacca IgG, pasgensHo,
1582 ornpeaeneHune B NUKeope
AHTUHenpoHaneHble aHTuTena, IgG, meToa HenpsmMon
nmmyHodnyopecueHummn (Neuronal antibodies, 1gG, Indirect
1584AN  immunofluorescence (lIF))
AHTWTEna K MbllLeYHO-cneLndunyeckon TMPO3NHKMHa3e (aHTu-
MuSK) B ceiBopoTKe KpoBM, (Muscle-specific tyrosine kinase
1585MUSK (MuSK) antibody)
KomnnekcHoe uccnenoBaHve Ans UCNonb30BaHus B
ANarHocTuKe paccesiHHOro CKkrneposa: onpegenexHve
onuroknoHaneHoro IgG (NnMkBop, CbiIBOPOTKa) U CBOBOAHBIX
1537 nerkmx uenen MMMyHornobynmHoB (NMKBop)

14.13. AytoummyHHble 3aboneBaHUA Nerkux u cepaua
(Autoimmune Lung Diseases, Autoimmune Heart Diseases)

AHTuTena knacca IgG k cepaeyHon myckynatype (MUoKapay),
815 aHTMMMoKapamanbHble aHTuTena (Anti-Heart Antibodies, 1gG)
AKTUBHOCTb aHIMOTEH3NH-NpeBpalyatoLero pepmenTa (Ard)
cbiBOpoTKY kpoBwu (Angiotensin Converting Enzyme, ACE,
844 Serum)
923 HeontepuH (HIM) B cbiBOopoTke kposu (Neopterin, Serum)
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4068

973

6804E1
6803E5
6805F2
6809T3

6817D1
6818D2
6819H1
6825H2
6830M6
6831M3

6832M1
6833M5
6834M2
6835G6
6836F1
6837F75
6861E85
6824E213
6862E6
6874W6
6880F3
6920W5
6921F9

BocnanutensHble Mmuokapavnonatum (AT K MUTOXOHAPUAM
(AMA), AT k cepae4dHol MyckynaType)

14.14. UMmyHHble TpombouuntoneHuu (Immune
Thrombocytopenia, ITP)

AHTUTEna knacca k IgG Tpombouutam, Henpsimon TecT (Platelet

Antibodies IgG, Indirect)

15.1. Annepronoruyeckme uccnepoBaHus, TEXHONOIUA
ImmunoCAP (Allergy examination, ImnmunoCAP technology)
Kowka, nepxotsb (e1) IgE, ImmunoCAP

Cobaka, nepxotb (e5) IgE, ImmunoCAP

Monoko kopoBbe (f2) IgE, ImmunoCAP

Bepesa (t3) IgE, ImmunoCAP

Knew, gomawHen neinum / D. pteronyssinus (d1) IgE, ImmunoCAP

Knew, pomawHen nbinum / D. farina (d2) IgE, ImmunoCAP
HomawHsas neinb (Greer Labs.) (h1) IgE, ImmunoCAP
OomawwHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP
Alternaria alternata (m6) IgE, ImmunoCAP

Aspergillus fumigatus (m3) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Candida albicans (m5) IgE, ImmunoCAP
Cladosporium herbarum (m2) IgE, ImmunoCAP
Tumodpeeska nyrosas (g6) IgE, ImmunoCAP
Anynbin 6enok (f1) IgE, ImmunoCAP

AnyHbin xenTok (f75) IgE, ImmunoCAP

Kypuua, nepo (e85) IgE, ImmunoCAP

Monyran, nepo (e213) IgE, ImmunoCAP

Mopckas cBuHka, anutenun (e6) IgE, ImmunoCAP
MonbiHb 06bIkHOBEHHas (w6) IgE, ImmunoCAP
Tpecka atnaHtuyeckas (f3) Igg, ImmunoCAP
MonbiHb ropbkas (w5) IgE, ImmunoCAP

Mawnro (f9) IgE, ImmunoCAP

6863M227 Malassezia spp. (m227) IgE, ImmunoCAP

6864M80
6865M81

CradmnokokkoBbIi aHTepoTokcuH A (m80) IgE, ImmunoCAP
CradumnokokkoBbIvi aHTepoTokeuH B (m81) IgE, ImmunoCAP
CT1admnokoKkkoBbI 3HTEPOTOKCUMH TSST (M226) IgE,

6866M226 ImmunoCAP

6869F4

6870F93
6871F14
6872F13
6873F83
6875F49
6876F95
6877F92
6878F27

6879F45
6881F25
6882F33
6884F7
6885F85
6886F11
6887F35
6888F225
6889F208

MuweHnunua (f4) IgE, ImmunoCAP
Kakao (f93) IgE, ImmunoCAP
CoeBble 606bI (f14) IgE, ImmunoCAP
Apaxuc (f13) IgE, ImmunoCAP

Msco kypuubl (f83) IgE, ImmunoCAP
Abnoko (f49) IgE, ImmunoCAP
Mepcuk (f95) IgE, ImmunoCAP
BanaH (f92) IgE, ImmunoCAP
lFoBsiguHa (f27) IgE, ImmunoCAP
Opoxokn nekapckme (Saccharomyces cerevisiae) (f45) IgE,
ImmunoCAP

Momugop (f25) IgE, ImmunoCAP
AnenbcuH (f33) IgE, ImmunoCAP
Osec (f7) IgE, ImmunoCAP
Cenbaepen (f85) IgE, ImmunoCAP
Mpeumnxa (f11), IgE, ImmunoCAP
Kaptodpens (f35) IgE, ImmunoCAP
Teikea (f225) IgE, ImmunoCAP
JInmoH (f208) IgE, ImmunoCAP

2950,00

3570,00

890,00

1090,00
1090,00
1090,00

1090,00
1090,00
1090,00
1090,00
1090,00
1090,00

1090,00
1090,00
1090,00
1090,00
1090,00
1090,00
1090,00
1090,00
950,00
1090,00
1090,00
1090,00
950,00
950,00
870,00
870,00

870,00

1090,00
1090,00
1090,00
1090,00
1090,00
1090,00
1090,00
1090,00
1090,00

1090,00
1090,00
1090,00
1090,00
950,00

1090,00
1090,00
1090,00
1090,00
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6890F44
6891F31
6892F9
6893F26
6894F24
6895F216
6896F17
6898F84
6900F209
6901F88
6902F23
6903F210
6904F55
690511
690612
690713
6908171
690916
6910175
6911C1
6912C2
6916C8
6917K82
6915K80
6919E81
6807F78
6806F76
6808F77

6848F232
6849F233
6850F323
6851K208
6918FX73
6822MX2
6914FX5
6820HS
6821TX9
6838WX1
6868GX1
6823MX1
6883CF
6897FX21

6867
6802PH

68107215

3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP
Mopkosb (f31) IgE, ImmunoCAP

Pwuc (f9) IgE, ImmunoCAP

CsuHuHa (f26) IgE, ImmunoCAP

KpeBeTka (f24) IgE, ImmunoCAP

Kanycta 6enokoyvaHHas (f216) IgE, ImmunoCAP
®yHayk (f17) IgE, ImmunoCAP

Kuswu (f84) IgE, ImmunoCAP

Mpenndpyt (f209) IgE, ImmunoCAP

BapanuHa (f88) IgE, ImmunoCAP

Kpab (f23) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Mpoco noceBHoe (nweHo) (f55) IgE, ImmunoCAP

Ap nyensl megoHocHon (i1) IgE, ImmunoCAP

Ap ocbl naTHucTom (i2) IgE, ImmunoCAP

Ap ocbl 0bbikHoBeHHOM (i3) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

TapakaH pbkun (npycak) (i6) IgE, ImmunoCAP

Apn wepwHsa (i75) IgE, ImmunoCAP

MenvumnnuH G (c1) IgE, ImmunoCAP

MennumnnuH V (c2) IgE, ImmunoCAP

XnoprekenguH (c8) IgE, ImmunoCAP

Jlatekc (k82) IgE, ImmunoCAP

®opmanbgerng / dopmanuH (k80) IgE, ImmunoCAP
Osua, anutenuii (€81) IgE, ImmunoCAP

KaszeuH, monoko (nBos d8) (f78) IgE, ImmunoCAP
Anbda-nakransbymuH (nBos d4) (f76) IgE, ImmunoCAP
Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
OBanbbymuH, anbbymuH aunuHbIi, nGal d2 (f232) IgE,
ImmunoCAP

Osomykoug, nGal d1 (f233) IgE, ImmunoCAP
KoHanbbymuH anua, nGal d3 (f323) IgE, ImmunoCAP
JInsoumm sanua, nGal d4 (k208) IgE, ImmunoCAP
Cwmecb annepreHoB msca (fx73) IgE, ImmunoCAP
Cwmecb annepreHoB nneceHun (mx2) IgE, ImmunoCAP

Cwmecb getckux nuweBbix annepreHos (fx5) IgE, ImmunoCAP
Cwmecb annepreHoB gomatuHen nbinu (Hollister-Stier) (hx2) IgE,
ImmunoCAP

Cwmecb annepreHoB nbinbLbl AepeBbeB (1x9) IgE, ImmunoCAP
Cwmecbk annepreHoB MNbinbLbl COPHbIX Tpas (wx1) IgE,
ImmunoCAP

Cwmechb MbinbUbl paHHeUBeTYLMX NyroBblx Tpas (gx1) IgE,
ImmunoCAP

Cwmecb annepreHoB nnecHesbIxX rpubkos (mx1) IgE,
ImmunoCAP

Cwmecb nuwieBbix annepreHos (fx15) IgE, ImmunoCAP

Cwmecb nuweBbix annepreHoB (fx21) IgE, ImmunoCAP

MaHenb "CTadunnokokkoBble aHTEPOTOKCUHBI", IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Bepesa 6oponasyaras, rBet v1/PR-10 6enok (1215) IgE,
ImmunoCAP

1090,00
1090,00
1090,00
1090,00
1090,00
950,00
1090,00
1090,00
950,00
1050,00
950,00
1090,00
870,00
870,00
950,00
870,00
1090,00
870,00
950,00
1090,00
870,00
950,00
1090,00
870,00
1090,00
2530,00
2530,00
2530,00

2530,00
2530,00
920,00

2530,00
1580,00
1650,00
1650,00
1650,00
1600,00
1650,00
1600,00
1390,00
1650,00
1580,00

2520,00
3405,00

2530,00

68117221 Bepesa 6opogasyaTas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2530,00

6812G213 Tumodbeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2530,00
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TumodbeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE,
6813G214 ImmunoCAP

AmMOpo3usa BbicOkasi, nonbiHoNUcTHasA, nAmb a1 (w230) IgE,
6814W230 ImmunoCAP
6815W231 NonbliHb 06bikHOBEeHHas, nArtv1 (w231) IgE, ImmunoCAP
6816W233 NonbiHb 06bikHOBeHHas, nArtv3 (w233) IgE, ImmenoCAP
6841E94 Kouwuka, rFel d1 (e94) IgE, ImmunoCAP

Kolwuka, cbiBOpoTOYHbIV anbbymuH, rFel d2 (e220) IgE,
6842E220 ImmunoCAP
6843E101 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP
6844E102 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP

Cobaka, cbiBopoTOYHbIV anbbymuH, nCan f3 (e221) IgE,
6845E221 ImmunoCAP
6846M229 Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP

Bbluni cbiBOpoTOYUHLIN anbbymuH, nBos d6 BSA (e204) IgE,
6847E204 ImmunoCAP
6852F351 Tponomwuno3auH kpeseTok, rPen a1(f351) IgE, ImmunoCAP
6853F355 Kapn, napsansbymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP

6854F416 Owmera-5 NuaguH nweHuubl, rTria 19 (f416) IgE, ImmunoCAP
6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

6856F422 Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

6857F423 Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP

6858F424 Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP

6859F352 Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP
6860F427 Apaxwuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

6801PI Phadiatop Infant ImmunoCAP, IgE

6829TP  Tpwntasa, ImmunoCAP

6826 MaHenb "Actma/punHnT getn" IgE, ImmunoCAP
6827 MaHenb "Actma/puHunT B3pocnele” IgE, ImmunoCAP
6828 MaHenb "Ok3ema" IgE, ImmunoCAP

66601F5 Poxb (f5) IgE, ImmunoCAP -

66602F247Mép (f247) IgE, ImmunoCAP

66603G4 OscanHuua nyrosas (g4) IgE, ImmunoCAP
66604F244 Orypeuy (f244) IgE, ImmunoCAP

66605F96 Asokago (f96), IgE ImmunoCAP

66606F 32¢ Apbys (f329) IgE, ImmunoCAP

66607E3 Jlowapp, nepxotb (€3) IgE, ImmunoCAP
66618F30C Monoko ko3be (f300) IgE, ImmunoCAP
66627F221Kode (f221) IgE, ImmunoCAP

66628F222 Yan nuctosoi (f222) IgE, ImmunoCAP
66629F6 Aumensb (f6) IgE, ImmunoCAP

66630F12 Topox (f12) IgE, ImmunoCAP

66631F20 Mwungansb (f20) IgE, ImmunoCAP

66651F 322 CmopoaunHa kpacHas (f322) IgE, ImmunoCAP
66632F237 A6pukoc (f237) IgE, ImmunoCAP

66633F242 BuwHs (f242) IgE, ImmunoCAP

66634F94 [pywa (f94) IgE, ImmunoCAP

66635F34: ManuHa (f343) IgE, ImmunoCAP

66636F30z MangapuH (f302) IgE, ImmunoCAP
66638F262 baknaxaH (f262) IgE, ImmunoCAP

66639F26( Bpokkonu (f260) IgE, ImmunoCAP

66640F48 Jlyk (f48) IgE, ImmunoCAP

66641F47 YecHok (f47) IgE, ImmunoCAP

66642F227 CemeHa caxapHow ceeknbl (f227) IgE, ImmunoCAP
66643F212 MNpunbbl (LWaMnuHboHbI) (f212) IgE, ImmunoCAP
66646W8 OpyBaHuuk 06bIkHOBEHHbIN (W8) IgE, ImmunoCAP
66647W20 MNoaconHe4vHuk (w204) IgE, ImmunoCAP
66648W20 Pomaluka (w206) IgE, ImmunoCAP

2530,00

2530,00
2530,00
2635,00
2530,00

2390,00
2530,00
2500,00

2390,00
2530,00

2530,00
2390,00
2390,00

2390,00
2530,00
2390,00
2390,00
2390,00
2390,00
2390,00
2900,00
3755,00
5190,00
5190,00
5190,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910,00
910.00
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15.2. UmmyHornobynuH E o6wumii (IgE, Total)
MMmyHorno6ynuxbl knacca E (obwwin IgE, nmmyHornobynuH E
67 o6wwmn) (Immunoglobulin E Total, IgE Total) 805,00 py6

15.3. OnpegeneHue cneumdpuueckux IgE: KomnnekcHble
annepronaHenu (Determination of Specific IgE: Comprehensive
Allergy Panels)

665 MaHenb pasHble annepretsl, IgE (Panel Different Allergens, IgE) 5515,00 py6

670 MaHens negnatpuyeckas, IgE (Pediatric Panel, IgE) 10490,00 py6
MaHenb pecnupaTtopHble annepreHsl, IgE (Respiratory Panel,

666 IgE) 10490,00 py6
Anneprounn ImmunoCAP ISAC, 112 anneprokOMNOHEHTOB

1308ISAC (Allergochip ImmunoCAP ISAC, 112 allergic components) 33990,00 py6

15.4. Onpepgenenune cneundpurueckux IgE: nuwiesblie annepretbl
(Determination of Specific IgE: Food Allergens)

669 MaHenb nuwesble annepreHsl, IgE (Food Allergy Panel, IgE) 11890,00 py6
Cwmechb nuLLeBbIx annepreHoB 1: anenbcuH, 6aHaH, a6noko,
nepcuk, Ige (FP15 (F33, F49, F92, F95), Food Panel: Orange,

637 Banana, Apple, Peach, IgE)* 2185,00 pyb
CMechb NU1LLEBLIX anfepreHoB 2: KMBKU, MaHro, 6aHaH, aHaHac,
IgE (FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango,

638 Banana, Pineapple, IgE)* 2185,00 py6
Cwmechb NuLLEeBbIX annepreHoB 3: CBUHMHA, KypUHOE MSICO,
roBaguHa, bapanwuHa, IgE (FP73 (F26, F27, F83, F88), Food

639 Panel: Pork, Beef, Chicken Meat, Lamb, IgE)* 2185,00 pyb
677 AHaHac, IgE (Pineapple, IgE, F210) 755,00 py6
998 AnenbcuH, IgE (Orange, IgE, F33) 755,00 py6
611 Apaxuc, IgE (Peanut, IgE, F13) 755,00 py6
676 BaHaH, IgE (Banana, IgE, F92) 755,00 py6
673 BapaHuHa, IgE (Lamb, IgE, F88) 755,00 py6
649 Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 755,00 py6
645 loBsignHa, IgE (Beef, IgE, F27) 755,00 py6
636 Mpenndpyt, IgE (Grapefruit, IgE, F209) 755,00 pyo
641 pevHeBas myka, IgE (Buckwheat, IgE, F11) 755,00 py6
650 KaseuH, IgE (Casein, IgE, F78) 755,00 py6
642 Kanycta koyaHHas, IgE (Cabbage, IgE, F216) 755,00 py6
646 KapTodens, IgE (Potato, IgE, F35) 755,00 py6
654 Kusw, IgE (Kiwi Fruit, IgE, F84) 755,00 py6
634 Kny6Huka, IgE (Strawberry, IgE, F44) 755,00 py6
608 Koposbe mornoko, IgE (Milk, IgE, F2) 755,00 py6
614 Kpabsl, IgE (Crab, IgE, F23) 755,00 py6
615 KpeseTku, IgE (Shrimp, IgE, F24) 755,00 py6
651 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 755,00 py6
635 Jlnmon, IgE (Lemon, IgE, F208) 1190,00 py6
675 Mawro, IgE (Mango, IgE, F91) 755,00 py6
617 Mopkosb, IgE (Carrot, IgE, F31) 755,00 py6
648 OBcsaHas myka, IgE (Oat, IgE, F7) 940,00 py6
632 Mekapckue gpoxokn, IgE (Baker's Yeast, IgE, F45) 755,00 py6
674 Mepcuk, IgE (Peach, IgE, F95) 755,00 py6
655 MueHble gpoxokm, IgE (Brewer’s Yeast, IgE, F403) 755,00 py6
647 Mpoco, IgE (Common Millet, IgE, F55) 755,00 py6
610 MweHnyHas myka, IgE (Wheat, IgE, F4) 755,00 py6
652 Puc, IgE (Rice, IgE, F9) 755,00 py6
644 CsuHuHa, IgE (Pork, IgE, F26) 755,00 py6
619 Cenbpepew, IgE (Celery, IgE, F85) 755,00 py6
612 Coesble 606blI, IgE (Soybean, IgE, F14) 755,00 py6
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609
643
613
633
653
607
618

602
623
624
625
626
627
631
672
621

622

1070
605
606
620

660
661

662
663

600

Tpecka, IgE (Codfish, IgE, F3)

TeikBa, IgE (Pumpkin, IgE, F225)
®yHayk, IgE (Hazelnut, IgE, F17)
LWokonag, IgE (Chocolate, IgE, F105)
A6noko, IgE (Apple, IgE, F49)

Avynbin 6enok, IgE (Egg White, IgE, F1)
Anunbin xenTok, IgE (Egg Yolk, IgE, F75)

15.5. Onpegenenune cneunduryeckux IgE: 6biToBble annepreHbl
(Determination of Specific IgE: Household Allergens)

Cwmecb annepreHoB nnecenu: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida
albicans, Alternaria tenuis, Igg (MP1 (M1, M2, M3, M5, M6),
Mold Panel 1: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
Mnecexb Cladosporium herbarum, IgE (Cladosporium
herbarum, IgE, M2)

MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE,
M3)

MNMneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

OomawwHsas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
DomawwHaga neine/H2-Stier, IgE (House Dust — Hollister-Stier,
IgE, H2)

Knew Dermatophagoides pteronyssinus (D1), IgE
(Dermatophagoides pteronyssinus, IgE, D1)

Knew Dermatophagoides farinae (D2), IgE (Dermatophagoides
farinae, IgE, D2)

15.6. OnpeaeneHune cneundpuueckunx IgE: annepreHnol
»KUBOTHbIX (Determination of Specific IgE: Allergens of Animal
Origin)

Cwmecb annepreHoB JOMALLHKX FPbI3YHOB: 3MUTENNIA MOPCKON
CBWHKM, 3MUTENWUIN KPOMUKA, SNUTENUIN XOMSIKa, Kpbica, MbiLLb,
IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse,
IgE)*

Kowka, IgE (Cat Dander-Epithelium, IgE, E1)

Cobaka, IgE (Dog Epithelium, IgE, E2)

TapakaH, IgE (Cockroach, IgE, 16)

Mopckas cBuHka, anutenun, IgE (Guinea Pig Epithelium, IgE,
E6)

BonnucTein nonyran, nepo, IgE (Budgerigar Feathers, IgE, E78)
Osua, anutenun, IgE (Sheep Epithelium, IgE, E81)

Kypuua, nepo, IgE (Chicken Feathers, IgE, E85)

15.7. OnpeaeneHune cneundpuueckux IgE: annepreHbl NbiNbLbl
pacteHui (Determination of Specific IgE: Allergens of Plant
Pollen)

Cwmecb annepreHoB TpaBbl: exa cOopHasi, OBCAHHMLA fyroBas,
POXb MHOTONETHSASA, TMUMOdEEBKa, MATNUK nyrosow, IgE (GP1
(G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow
Fescue, Perennial Rye Grass, Timothy Grass, June Grass
(Kentucky Bluegrass), IgE)*

755,00
755,00
755,00
755,00
755,00
755,00
755,00

2185,00
1020,00
755,00
755,00
755,00
755,00
990,00
630,00
1105,00

1105,00

2185,00
850,00
755,00
755,00

755,00
755,00

755,00
1245,00

2115,00

py6
py6
py6
py6
py6
py6
py6

pyo
py6
pyo
pyo
pyo6
pyo
py6
pyo
pyo

py6

py6
py6
py6
py6

py6
py6

py6
py6

py6



Cwmecb annepreHoB TpaBbl: KONOCOK AYLUUCTBIN, POXb
MHOrONeTHsIs, TUModbeeBka, POXKb KyNbTUBMPOBaHHas, ByxapHuK
wepctucTbin, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel:
Sweet Vernal Grass, Perennial Rye Grass, Timothy Grass,
601 Cultivated Rye Grass, Velvet Grass, IgE)* 2185,00 py6

Cwmecb annepreHoB AepeBLEB: 0NbXa, NelinHa 0ObIkHOBEHHAS,
mBa, 6epesa, oyo, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel:
603 Alder, Hazelnut, Willow, Birch, Oak, IgE)* 2185,00 py6

Cwmecb annepreHoB COpHOW TpaBbl: aMbpo3ns
NONbIHHONWUCTHASA, NONbiHb OBLIKHOBEHHAS!, MOAOPOXHMK, Mapb
6enas, yepTononox pycckun, IgE (WP1 (W1, W6, W9, W10,
W11), Weed Panel: Common Ragweed, Mugwort, English

604 Plantain, Lamb's Quarters, Russian Thistle, IgE)* 2185,00 py6
657 Bepesa, neinbua, IgE (Birch, IgE, T3) 755,00 py6
640 Tonons, IgE (Cottonwood, IgE, T14) 985,00 py6
656 Tumodbeeska, nbinbua, IgE (Timothy Grass, IgE, G6) 1250,00 py6
658 MonbiHb 06bIKHOBEHHASA, Mbinbua, IgE (Mugwort, IgE, W6) 755,00 pyo
659 MonbiHb ropekas, IgE (Wormwood, IgE, W5) 755,00 py6

15.8. Onpepgenenune cneundpurueckux IgE: npopeccmoHanbHbie
annepreHbl (Determination of specific IgE: professional
allergens)
628 IlaTekc, IgE (Latex, 1gG, K82) 755,00 py6

15.9. OnpeaeneHune cneundpuyeckmx IgG: nuuiesble annepreHbl
(Determination of Specific IgG: Food Allergens)
Cwmech nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, s6noko,
nepcuk, IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange,

6612 Banana, Apple, Peach, IgG)* 2185,00 py6
Cwmecb NuLLEBbIX annepreHoB 2: KMBKU, MaHro, 6aHaH, aHaHac,
IgG (FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit,

6611 Mango, Banana, Pineapple, IgG)* 2185,00 pyb
CMechb Nu1LLEBLIX annepreHoB 3: CBUHMHA, KYPUHOE MSICO,
roBsavHa, 6apaHuHa, IgG (FP73 (F26, F27, F83, F88), Food

6613 Panel: Pork, Beef, Chicken Meat, Lamb, IgG)* 2185,00 py6

231ALL  AHTuTena knacca IgG Kk naHenu nuLeBbIX annepreHoB 17895,00 py6

6672 AHaHac, IgG (Pineapple, 1gG, F210) 755,00 py6

6667 AnenbcuH, IgG (Orange, IgG, F33) 990,00 py6

6645 Apaxuc, IgG (Peanut, IgG, F13) 755,00 py6

6671 BaHaH, IgG (Banana, IgG, F92) 755,00 py6

6668 BapaHuHa, IgG (Lamb, IgG, F88) 755,00 py6

6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, I9G, F77) 755,00 py6
loBsigmHa (F27), annepren-cneundunyeckune IgG (Beef, IgG,

6654 F27) 755,00 py6
MpenndpyT (F209), annepren-cneunduyeckme IgG (Grapefruit,

6666 IgG, F209) 755,00 py6
peyvHeBas myka (F11), annepreHn-cneundunyeckue IgG

6644 (Buckwheat, 1gG, F11) 755,00 py6
KazeuH (F78), annepren-cneunduyeckme IgG (Casein, IgG,

6602 F78)) 755,00 py6
Kanycta koyaHHas (F216), annepreH-cneundunyeckune IgG

6649 (Cabbage, IgG, F216) 755,00 py6
KapTtodens (F35), annepren-cneunduyeckue IgG (Potato, 1gG,

6657 F35) 755,00 py6

6608 Kusu (F84), annepren-cneumnduyeckue IgG (Kiwi Fruit, IgG, F84) 755,00 py6



Kny6Huka (F44), annepren-cneunduyeckue IgG (Strawberry,

6659 IgG, F44)
Kopoebe mornoko (F2), annepren-cneundunyeckume IgG (Milk,
6648 IgG, F2)
KpeBeTkn (F24), annepren-cneundunyeckue IgG (Shrimp, IgG,
6652 F24)
KypuHoe msaco (F83), annepreH-cneuundudeckme IgG (Chicken
6603 Meat, IgG, F83)
JInmoH (F208), annepren-cneunduyeckune IgG (Lemon, IgG,
6609 F208)
6670 Manro (F91), annepreH-cneumdunyeckue IgG (Mango, 1gG, F91)
MopkoBb (F31), annepreH-cneuundudeckue IgG (Carrot, 1gG,
6656 F31)
OscsHag myka (F7), annepreH-cneundudeckume IgG (Oat, IgG,
6661 F7)
Mekapckne ppoxokn (F45), annepreH-cneuunduyeckne 1gG
6664 (Baker’s Yeast, IgG, F45)
6669 Mepcwuk (F95), anneprex-cneumndudeckne IgG (Peach, IgG, F95)
MueHble gpoxokmn (F403), annepren-cneunduyeckme IgG
6610 (Brewer’s Yeast, IgG, F403)
Mpoco (F55), annepren-cneundunyeckme IgG (Common Millet,
6660 IgG, F55)
MweHnyHasn myka (F4), annepreH-cneunduyeckue IgG (Wheat,
6658 IgG, F4)
6605 Puc (F9), annepreH-cneundudeckme IgG (Rice, 1gG, F9)
6653 CsuHuHa (F26), annepreH-cneundudeckue IgG (Pork, 19G, F26)
Coesble 606bI (F14), annepreH-cneumdunyeckue IgG (Soybean,
6646 IgG, F14)
Tomartbl (F25), anneprex-cneumduyeckue IgG (Tomato, IgG,
6607 F25)
6655 Tpecka (F3), annepreH-cneundunyeckue IgG (Codfish, 1gG, F3)
Teika (F225), annepren-cneundunyeckume IgG (Pumpkin, 1gG,
6650 F225)
®yHayk (F17), anneprex-cneundudeckne IgG (Hazelnut, 1gG,
6647 F17)
LWokonag (F105), anneprex-cneundudeckme IgG (Chocolate,
6665 IgG, F105)
6606 A6noko (F49), annepren-cneundudeckme IgG (Apple, 19G, F49)
Anunbin 6enok (F1), annepren-cneundunyeckme IgG (Egg White,
6643 IgG, F1)
Anunbin xenTok (F75), anneprex-cneunduyeckue 1IgG (Egg
6662 Yolk, IgG, F75)
1570KK  UccnepgosaHue xenyHbix kamHew (Gallstones diagnosis)
ISO-cepTucunumpoBaHHoe NPON3BOACTBO MMCTONOMMYECKNX
npenapaToB C PYTUHHbLIMW OKpackaMu 13 4OCTaBEHHOTO
581 dUKCMpOBaHHOIO BUONCMNHOIO MaTepuana ¢ gekanbuMHaumen
MonekynspHo reHeTu4eckoe nccnefoBaHve KONUMAHOCTU reHoB
5510 npu pake MOso4How xenesbl (19 reHoB)
MonekynspHo reHeTM4ecKkoe nccnegoBaHve Npu pake Tena
5511 matku (MSI, POLE)
BeisiBneHue tpaHcnokaumi EML4ALK, ROS1 1 myTauui B reHe
5512 MET

755,00
755,00
755,00
755,00
755,00
755,00
755,00
910,00
990,00
755,00
755,00
755,00

755,00
755,00

755,00
755,00
755,00
755,00
755,00
755,00
990,00
755,00
755,00

755,00
4265,00

10490,00
11405,00
10145,00

14100,00

pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6
pyo6

py6
py6

pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo
pyo

py6
py6

py6
py6
py6

py6



7020
7313
777794

777795

3347

3348

3349

3355

777729

777750
777722
777723
777724
777725
777726
777727
777728
777730
548

560
562

563
565
568
569
571
574
576
577
578

3314Crl1b
7017
7018

MonekynspHO reHeTM4eckoe uccrnegoBaHue paka npocraThbl (
PTEN, RB1, TP53, BRCA1/2)

Kapwotun nnoga (abopTHbIi MaTepuan)

XpOMOCOMHBI MMKpOMATpU4HbIN aHanm3 (XMA)
XpOMOCOMHbI MUKpOMaTpUYHbIN aHann3 (XMA) abopTHoro
maTtepwuana

OueHka cocTosiHMSA MVIKpOGVIOLI,eHO3a TONCTOro KuLWeYHnka, 16

nokasarenen (HopMmodnopa, yCroBHo-naToreHHas gopa)
metogom MNLUP. KONTOHO®JIOP-16 (meTabonunam)

OueHka cocTosIHUSI MUKPOBKOLIEHO3a TONCTOrO KULWeYHrKa, 16
nokasarenei (Hopmodriopa, yCroBHO-NATOreHHas! U NaToreHHas

dnopa) metogom MUP. KONOHO®DJIOP-16 (6uoLeHo3s)
CKpVHMHrOBOE MCCreaoBaHVe HanpaBlieHHbIE Ha BbISIBIIEHUE
meTonom MNLP Bo3Gyautenei KnweYHbIX NapasnTto3os
(nambnuosa, amebuasa, 6r1iacTOUUCTHOM MHBA3UU,
KpunTocnopuamosa, n3ocnoposa). NpoTo-ckpuH
"enbmo-ckpuH. CkpunuHrosoe lMUP-uccnegosaHne
BO30yauTENen renbMnHTO30B (3HTepoburosa, ackapnaosa,
andmnnoboTpmnosa, onmcTopxo3a, TEHNO3a)

VccnepoBaHue XpomMmoCOoM B a60pTVIBHOM MmaTtepuane, CKOUHUHr

WccnegosaHue xpomocoM B abopTUBHOM MaTtepuane,
pacLumpeHHoe

MyTaumm B reHe POLE

MyTtauuu B reHe IDH2

MyTtauuu B reHe IDH1

MyTaumsa PIK3CA

OnpepgeneHne TpaHcnokaumm 1p/19q

OnpepeneHve metunuposaHus rena MGMT
Onpegenexve abepaunii C228T n C250T B reHe TERT
MyTtauuu B reHe MET

Onpepenexne akcnpeccum PDL1

OnpepeneHve pacnpocTpaHeHHbIX MyTaLuiA reHoB
BRCA1,BRCA2 npu pake MOMOYHOM ernesbl U SU4YHUKOB B
fbuoncunHom martepuane

Onpepenexve mytauui B 18,19.20, 21 ak3oHax reHa EGFR

Onpepenexuve runepakcnpeccum reHa HER2 (konuinHocTb reHa)

Onpepenexve mytauui B 15 ak3oHe reHa BRAF
Onpepenexve mytauuii reHa PDGFRa

Onpepnenexne mytauun Bo 2,3,4 ak3oHe reHa KRAS
Onpepenexve mytauuii Bo 2,3,4 ak3oHe reHa NRAS
OnpepeneHve MykpocaTennnTHou HectabuneHoctn (MSI)
Onpepenexve mytauui reHa cKIT

Onpepenexne nepectpoek reHa ALK

OnpegeneHve nepectpoek reHa ROS1

Pesyc-caktop nnopa. Beisienenne reHa RHD nnoga B kpoBu
matepu (RHD gene of the fetus in the mother's blood)
HOwarHocTtuka gnabeta MODY2

HOwarHocTtuka auabeta MODY3

15.10. OnpegeneHune cneunduyeckux IgG: 6biToBblE
annepreHbl (Determination of Specific IgG: Household
Allergens)

13135,00
20990,00
27900,00

18900,00

4800,00

4800,00

2555,00

2445,00
10510,00

18700,00
8750,00

12265,00
12265,00
12265,00
11730,00
12265,00
8750,00

12950,00
9880,00

7230,00
8890,00

14850,00
6395,00
13470,00
6810,00
6810,00
6890,00
14850,00
7850,00
7850,00

6615,00
18315,00
14400,00

py6
py6
py6

py6

py6

py6

py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6
py6
py6
py6
py6
pyo
py6
py6
py6

py6
py6
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6619

6614

6615

6618

6632

6633

6634

6635

6636

6616

6638

6639

595

596

594

597

598

Cwmecb annepreHoB nnecenu: Penicillium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida

albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6),

Mold Panel 1: Penicillium notatum, Cladosporium herbarum,

Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)* 2185,00
MneceHb Penicillium notatum (M1), annepren-cneundunyeckue

IgG (Penicillium notatum, IgG, M1) 755,00
MneceHb Cladosporium herbarum (M2), annepren-

cneundmyeckme IgG (Cladosporium herbarum, IgG, M2) 755,00
MneceHb Alternaria tenuis (M6), annepren-cneundunyeckue IgG
(Alternaria tenuis, 1gG, M6) 755,00

Knew, Dermatophagoides pteronyssinus (D1), anneprex-
cneundmueckme IgG (Dermatophagoides pteronyssinus, 1gG,

D1) 755,00
Knew Dermatophagoides farinae (D2), annepreH-
cneumnduyeckue IgG (Dermatophagoides farinae, IgG, D2) 755,00

Knew, Dermatophagoides microceras (D3), annepren-
cneundmyeckme IgG (Dermatophagoides microceras, IgG, D3) 755,00
OomawwHsas nemne/Greer (H1), annepreH-cneuunduyeckne 1gG

(House Dust — Greer, IgG, H1) 755,00
HomawwHsas nemnb/Stier (H2), annepren-cneundunyeckme IgG

(House Dust — Hollister-Stier, 1gG, H2) 630,00
MneceHb Aspergillus fumigatus (M3), annepreH-cneuunduyeckne

IgG (Aspergillus fumigatus, 1gG, M3) 720,00

15.11. OnpegeneHue cneunduueckmx IgG: annepreHnol
*usoTHbIx (Determination of Specific IgG: allergens of Animal

Origin)

Kowka, anutenuin (E1), annepreH-cneuundudeckme IgG (Cat
Dander-Epithelium, IgG, E1) 755,00
Cobaka, sanutenuii (E2), anneprex-cneumndudeckue IgG (Dog
Epithelium, IgG, E2) 755,00

16.1. CBeToOoNTUYECKOE UCCNeaA0BaHUE CNepMaTo30Ma0B
(Optical Study of Spermatozoa)
Wcecneposanne parmeHtaumm HK B cnepmaTtosongax

metogom TUNEL (Sperm DNA Fragmentation, TUNEL) 8620,00
Cnepwmorpamma Ha DVD (3aka3 ogHoBpeMeHHO ¢ TecTom Ne599)
(Semen Analysis, DVD) 590,00

16.2. 9neKTPOHHO-MUKPOCKONUUYECKOe UccneaosaHue cnepmol
(Electron-Microscopic Study of Sperm)

OnNeKTPOHHO-MMKPOCKOMMYECKOE uccrnegoBaHme

cnepmaro3omngos (3MUC) (Electron-Microscopic Study of

Sperm) 12360,00
16.3. AHTUCcnepmanbHblie aHTUTena (Antispermatozoal

Antibodies)

MAR-TecT, IgA (konnyecTBeHHOe onpeneneHne

HaNMuuA/OTCYTCTBUSA aHTUCNIEPMarbHbIX aHTUTEN knacca A ¢
MCMonb30BaHWEM NaTeKCHbIX YacTuL, Ha NOBEPXHOCTU

cnepmato3oungoB) (MAR-test — Mixed Antiglobulin Reaction, IgA) 1160,00
MAR-TecT, IgG (konuuecTBeHHOE onpeaenexHve

HanNMunA/OTCYTCTBUA aHTUCNIEpMarbHbIX aHTuTen knacca G ¢
MCMNonb30BaHWEM NaTEKCHbIX YacTuL, Ha NOBEPXHOCTU

cnepmaro3omngoB) (MAR-test — Mixed Antiglobulin Reaction, IgG

) 1160,00
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224

223

518

547

517

519

500

502

503
5043H]

504CBP

505

5056
506ACT1

506BMC
507MOM

507MXE

507T3C
508

509MXE

AHTUTENa aHTUcnepmanbHble B cnepme (Anti-Spermatozoa
Antibodies, ASA, Semen)

AHTUTENa aHTUCNepmarnbHble B CbiIBOPOTKe kpoBu (Anti-
Spermatozoa Antibodies, ASA, Serum)

17.1. XXnakoctHaa uutonorus, okpawusaHue no NanaHukonay
(Liquid-Based Cytology, LBC, Pap-Test)

KuakocTtHas umTonorus. Lintonornyeckoe neenegosaHme
bvomaTepurana Wwerkn matku (okpawumsaHue no MNanaHukonay,
TexHonorusa ThinPrep ®)*

Lintonoruyeckoe n MMMyHOLIUTOXMMUYECKOE UCCNEAOBAHNE C
mapkepamu p16INK4a n Ki-67 onsa noateepxaeHns gucnnasmm
B MasKax CITM3NCTOM LUENKN MaTKu

17.2. OKpawmsaHue no NanaHukonay ? Pap-tect (Papanicolaou
Stain)

LinTonornyeckoe nccnegosaHme bvomarepuana Lenkn MaTkm
(okpawmBanue no MNanaHukonay, Pap-tecT) (Cytological
Examination: Cervix, Pap-test)

Lintonoruyeckoe nccnegosaHve Guomatepmana cockobos
BYINbBbI 1 Briaranuiia, Kpome LIerkn MaTku (OKpalLumBaHue no
Mananukonay, Pap-TecT)

17.3. OKpawmBaHue no PomaHoBckomy-F’umse (Romanowsky-
Giemsa Stain)

LinTonornyeckoe uccnegoBaHve Matepuana, nofy4eHHoro npu
XMPYPruyeckmx BMmeLlaTenbCcTBax U ApYrnx CPOYHbIX
nccnegoBaHusax (Cytological Examination of Material Obtained
during Surgical Procedures and Other Urgent Research)
WccnepoBaHmne cockoBOB 1 OTNEYATKOB C MOBEPXHOCTU KOXM U
cnusucTeix (Examination of Scrapings and Prints of Skin and
Mucous Membranes)

WNccneposaHne cockoboB 1 OTNEYaTKOB Onyxonew un
onyxonenogo6bHeix obpa3osaHuin (Examination of Scrapings and
Prints Tumor and Tumor Like Formations)

WccnepgosaHue aHaockonuyeckoro matepumana (Examination of
Endoscopic Material)

WccnepnoBaHusa npoMbiBHBLIX Bo4 6poHxoB (MccnepgosaHue
cmblBOB ¢ O6poHxoB) (Examination of Bronchial Washouts)

WNccnepoBaHye cOCKOOOB LLENKM MaTK1 U LiepBUKanbHOro
kaHana (Examination of Scrapings: Cervix and Cervical Canal )

LinTonornyeckoe uccnegoBaHue anuTenums LIENKN MaTku C
onvcaHmeM no TepmuHonoruyeckon cucteme betecaa (The
Bethesda System ? TBS) (Cytological Examination of Cervical
Epithelium with Description on The Bethesda System, TBS)
WccnepoBaHne acnupara M3 NonocTy MaTtku (Masku)
(Examination of Uterine Aspiration )

WccnegoBaHue oTnevaTka ¢ BHyTpumaTodHon cnvpanu (BMC)
(Examination of Imprint Intrauterine Device, IUD)
WccnegosaHne moum (Examination of Urine)

VccnenoBaHue BblgeneHUn 3 MonoyHowm xenesbl (Examination
of Breast Discharge)

WccnepoBaHme TpaHcCyaaToB, 3KCCY4aToB, CEKPETOB
(Examination of Transudates, Exudates, Secrets)
WccnenosaHue mokpoTel (Examination of Sputum)
VMccnepnoBaHme nyHKTATOB MOSOYHON xenesbl (Examination of
Punctates: Breast)

1545,00

1595,00

1905,00

6500,00

1660,00

1565,00

1030,00

1050,00

1105,00
1045,00

1030,00

1145,00

1105,00
1055,00

1030,00
1055,00

1030,00

1105,00
1045,00

1030,00
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509KOX

510

5106

512

514

5000

511

534

524

516

5110

PLWM-T

WccnenoaHue nyHkTaToB Koxu (Examination of Punctates:
Skin)

WccnenosaHmne NyHKTaTOB APYrMX OPraHoB 1 TKaHew
(Examination of Punctates: Other Organs and Tissues)

LinTonormyeckoe uccrnegoBaHue nyHKTaTa WUTOBUAHOM Xenesbl
C onMcaHueM no TepMuHonormdeckon knaccmdukaummn betecaa
(The Bethesda System for Reporting Thyroid Cytopathology
(TBSRTC), Fine-Needle Aspiration (FNA))

Lintonoruyeckoe nccrnegosaHme cockoba (Maska) CrivaucTom
060n04kM NonocTn Hoca (ogHa nokanusauust) (Cytological
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1
Localization))

WccnepoBaHmne 3HAOCKONMYECKOro MaTepuana Ha Hanudve
Helicobacter pylori (Examination of Endoscopic Material:
Presence of Helicobacter pylori)

17.4. KoHcynbTauuma rotoBbix npenapartos (Cytological
Examination of Early Stained Slides with Cytological Smear)
KoHcynbTauus rotoBbiX LIMTONOMMYECKMX npenaparos (04HO
ctekno) (Consultation of Finished Cytological Preparations (1
Glass))

18.1. F'mcronoruyeckune nccnesoBaHuA ¢ OKpawnBaHMem
remaToKcunuH-3osnHom (Histology, hematoxylin and eosin
stain (H&E stain, HE stain))

'mcTonormyeckoe uccrnegoBaHne GMONCUNHOrO MaTepuana u
maTtepuana,nony4eHHOro Npu Xmpypruieckmnx
BMelLLaTenbCTBaxX(3HAOCKONUYECKOro Matepuana;TkaHen
YKEHCKOW MOSIOBON CUCTEMBbI;KOXW,MATKUX TKAHEN;KPOBETBOPHOMN
N NMMAOUNAHON TKAHEWN;KOCTHO-XPALLEBOWN TKaHW)*

BroncuiiHas gnarHocTvka 4epmaTo3oB - Mopdonormyeckoe
uccnegoBaHve 6uonTaToB B LENsX AMarHOCTUKM 3aboneBaHuii
KOXM (kpoMe HoBoobpasoBaHuit) (Pathology of skin biopsyes)*
acTpuT, accouuupoBaHHbIi ¢ Helicobacter pylori
(rvctonornyeckuit npocpune) (Helicobacter pylori Associated
Gastritis)*

M'cToxnmmyeckoe nccnegoaHune Helicobacter pylori (cnusb)
(Helicobacter pylori, Mucus, Histochemical Study)*
KoHcynbTaums rotoBbIX M1McTonornyecknx npenapatos (1 cTekno
+ 1 6nok) (Consultation of Finished Histological Preparations (1
Glass + 1 Block))

18.2. UMmmyHOrMcTOXMMMYECKUE UCCNe[0BaHUA
(Immunohistochemical Examination)
MMMYHOTMCTOXMMMNYECKMI CKPUHWUHT paKa LUENKN MaTKu —
nccnefoBaHve ABYX MapKepoB AN paHHeNn AUarHOCTUKM
[AMCNNasnm ¢ BbICOKOW CTENEHBIO PUCKA 03110Ka4YeCTBNEHUS:
p16INK4a + Ki-67 (bomatepunan mMKCUpOBaHHbIN B
dopmanuHoBom Gydepe)

1050,00

1055,00

1060,00

1030,00

1030,00

475,00

2995,00

2300,00

5105,00

2530,00

1400,00

9135,00
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PUWM-Bb

PMXK-I"

PMX-B

525

5251

5111UMX

52221rX

5112UrX

530FISH

532UrX

MMMYHOTMCTOXMMMNYECKMIN CKPUHWUHT paKa LUEeNKN MaTKu —

uccnegoBaHue ABYX MapKepoB Ans paHHEN ANarHOCTUKM

AWCNNasnm C BbICOKOW CTENEHbIO PUCKa 03110Ka4eCTBNEHUS:

p16INK4a + Ki-67 (bnomatepuan, pmKCMpoBaHHbIN B

napaduHoBom 6roke) (Cervical Cancer — Study of Two Markers

for Early Diagnosis Dysplasia with High Risk Malignancy:

p16INK4a + Ki-67, Immunohistochemical Screening (Fixed

Biomaterial in Paraffin Block)) 9135,00
Pak MonoyHowm xernesbl — KOMMIEKCHbIN

MMMYHOTUCTOXUMUYECKUI npodune (brnomatepwman,

dukcmpoBaHHbI B hopmanuHosoM 6ydepe) (Breast Cancer,
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial)) 18165,00

Pak monoyHowm xernesbl — KOMMEKCHbIV

MMMYHOMMCTOXUMMYECKUI Npodunb (bruomartepman,

duKcmpoBaHHbIV B napadumHosom 6roke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block)) 18165,00
PeuenTopbl k 3CTporeHaM 1 NPoOrecTepoHy,

MMMyHormcToxuMmmyeckoe nccnegosarue (Estrogen and

Progesterone Receptors, Immunohistochemical Study)* 7710,00
PeuenTopbl kK 3CTporeHaM 1 NPorecTepoHy,

MMMYHOIMCTOXUMMYECKOE uccnenoBaHve (bromartepuarn,
dukcMpoBaHHbI B napadgmHoBom bnoke) (Estrogen and

Progesterone Receptors, Immunohistochemical Study (Fixed

Biomaterial in Paraffin Block)) 7710,00
Ki-67 (MIB-1) akcnpeccusi, UMMYyHOTMCTOXUMUYECKOE

nccnefosaHme: oleHka nponudepaTMBHON akTUBHOCTU NO

akcnpeccum Ki-67 (buomatepman, UKCMPOBaHHbIV B

dopmanuHoBom b6ydepe) (Ki-67 (MIB-1) Expression,

Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin

Buffer))* 6110,00

Ki-67 (MIB-1) akcnpeccusi, UMMYyHOTMCTOXUMUYECKOE

nccnefoBaHue: oleHka nponndepaTMBHON akTUBHOCTU NO

akcnpeccum Ki-67 (buomatepman, UKCMPOBaHHbIV B

napacuHoBom 6noke) (Ki-67 (MIB-1) Expression, Assessment of
Proliferative Activity by Expression Ki-67, Immunohistochemical

Study (Fixed Biomaterial in Paraffin Block)) 6110,00

HER2/neu akcnpeccus, HER2-ctaTtyc, MUMMyHOrMCTOXMMUYECKOe
nccnegoBaHue, UIMX (buomatepuan MKCMpOBaHHbIV B

dopmanuHosom bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin

Buffer))* 7550,00
Onpepenenne HER2 ctaTtyca onyxonn metogom

MMMYHodnyopecLeHTHon rmbpuaunsauum in situ (FISH)

(Determination of HER2 Status of Tumor, Fluorescence In Situ
Hybridization) 33415,00
Pak npeacraTenbHOM Xenesbl — KOMNINEKCHOE

MMMYHOIMCTOXUMWNYECKOE UCCreaoBaHne C OLEHKON

akcnpeccum: anba-metunaumn-KoA-pauemassbl (P504S,

AMACR), uMTOKEpPaTUHOB BbICOKOrO MOJSIEKYSISIPHOrO Beca

(34?E12), 6enka p63 (Prostate cancer — complex

immunomorphological examination using assessment of the

expression AMACR, high molecular weight cytokeratin (347E12),

p63)* 12695,00
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533UIrX

5113UMX

5114UMX

5115UMX

5116UMX

5117UMX

5118UMX

5119UMX

5120U1rX

Pak npeacraTenbHoM Xenesbl — KOMNEKCHoe
MMMYHOIMCTOXUMMUYECKOE UCCrEAOBaHNE C OLEHKON
akcnpeccum: anbga-metunaumn-KoA-pauemassol (P504S,
AMACR), uMTOKEPATUHOB BbICOKOrO MOMEKYMNSPHOro Beca
(34?E12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of the
expression AMACR, high molecular weight cytokeratin
(34?E12), p63)

HER2/neu akcnpeccus, HER2-ctatyc, uMMyHOrmctToxmmuyeckoe
nccnepoBaHue, UMX (buomatepuan, mMKCMpOBaHHbIN B
napacuHosom 6roke) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Paraffin
Block))

MMMyHOrMCTOXMMMYECKasa AMarHoCTUKa XPOHNYECKOro
3HOOMeTpuUTa — BbiSiBIEHNe nnasMaTnyeckux knetok (CD138)
(bomatepwman, pmkcrpoBaHHhbIN B hopmanmHoBom Bydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Formalin
Buffer))*

MMMyHOrMCTOXMMMYECKas AMarHoCTUKa XPOHNYECKOro
3HOOMeTpUTa — BbiSiBNIEHNe nnasMaTnyeckux krnetok (CD138)
(bomatepwuan, pmkcrpoBaHHbIN B napadnHOBOM Grioke)
(Chronic Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin
Block))

MMMyHOrMcTOXMMMYECKOe nccnefoBaHne mapkepa paHHen
AVarHoCTUKM AMCNIa3nm C BbICOKOW CTENEHbIO pUcka
o3nokayecTerneHus: p16INK4a (buomartepwman, prukcrpoBaHHbIN
B popmanuHoBom Gydepe) (Early Diagnosis Marker of
Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin
Buffer))*

MMMyHOrMcTOXMMMYECKoe nccnefoBaHne mapkepa paHHen
AMarHoCTUKM AMCNIa3nm C BbICOKOW CTENEHbIO pUcka
o3nokayecTerneHns: p16INK4a (buomatepwman, prukcrpoBaHHbIN
B napacpmHoBom 6noke) (Early Diagnosis Marker of Dysplasia
with High Risk Malignancy: p16INK4a, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))
MmmyHormnctoxnmmdeckoe (UIMX) nccneposanue: guarHocTuka
numdonponudepaTnBHbIx 3abonesaHun (buomartepwmarn,
3aKMYeHHbIN B napaduHoBkln 6r1ok) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Tissue Embedded in
Paraffin Block))

MmmyHornctoxmmmyeckoe (MIMX) nccnegosaHue: anarHoctuka
numdponponudepaTnBHbIX 3abonesaHun (buomaTtepuan,
duKcnpoBaHHbIN B hopmanuHoBom Gydepe)
(Immunohistochemical diagnosis of lymphoproliferative diseases
(Fixed Biomaterial in Formalin Buffer))*
MmmyHormnctoxnmmdeckoe (UIMX) nccneposaxue: guarHocTvka
rMcToreHe3a MeTacTasoB NpU HEYCTaHOBNEHHOM NEPBUYHOM
ovare (CnNekTp MapkepoB ANS BbISBMEHNSA TKAHEBOW
npuvHagnexHocTtun) (bruomarepuan, 3aKnioYeHHbIN B
napaduHoBbIn 6nok) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Tissue Embedded in
Paraffin Block))

12695,00

7550,00

6020,00

6020,00

5305,00

5305,00

32835,00

32835,00

32835,00

py6

py6

py6

py6

py6

py6

py6

py6

py6



5121UrX

535

536

537

7811

7312

777731

777732

777733

MmmyHornctoxmmmyeckoe (MIMX) nccnegosaHue: anarHoctuka
rMcToreHesa MeTacTasoB NpU HeyCTaHOBNEHHOM NEPBUYHOM

ouare (CNeKTp MapkepoB AN BbIIBNEHWS TKAHEBON

npuHaanexHocTn) (brnomatepuan, PUKCUPOBaHHBIN B

dopmanuHosom Gydepe) (Immunohistochemical diagnosis in

cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))* 32835,00

OundbdepeHumanbHaa guarHocTika MenaHoMbl,

nmmyHornctoxummdeckoe (UMX) nccnegosaxune, oueHka

akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC

verification of malignant melanoma using assessment of the

expression S-100, Melan A (MART-1), HMB-45, SOX-10)* 36900,00

OundbdepeHumanbHaa guarHocTika MenaHoMbl,

nmmyHornctoxummdeckoe (UIMX) uccnegosaxune, oueHka

akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC
verification of malignant melanoma using assessment of the

expression S-100, Melan A (MART-1), HMB-45, SOX-10) 36900,00
MmmyHorncToxmmmnyeckoe nccnegosaHue (1 mapkep):

yTouHsiowee UIMX-uccnenosaHme ¢ ncnonb3oBaHnem 1

aHTuTena (mapkepa) 5190,00
19.1. LutoreHeTnyeckue uccnegosanusa (Cytogenetic

Examination)

WccnepoBaHme kapuoTtuna (KONMYECTBEHHbIE U CTPYKTYPHbIE

aHomanuu xpomocom) (Karyotype) 7860,00

WNccneposaHue kapuotuna (KonnyectBeHHbIE U CTPYKTYPHbIE

aHomanuu XxpoMocom) ¢ obsizatenbHon Belgaven kapyuorpammel  8890,00
20.1. OHKOremarTonorMyeckue uccneaoBaHus

(Oncohematological Examination)

LinToreHeTnyecknin aHanmn3 KNeTok KOCTHOro Mo3ra (KapuoTtumn)
(Cytogenetic analysis of bone marrow (karyotype)) 8160,00
Ananus xumepHoro reHa BCR/ABL - {(9;22), onpegeneHne Tuna
TpaHckpunTa BCR/ABL reHa - MNMLUP, kayects. (Analysis of

chimeric gene BCR-ABL - 1(9;22), assessment of the BCR-ABL

gene transcript type, PCR, qualitative) 2625,00
AHanus oTHocuTenbHOM akcnpeccun reHa BCR/ABL -

konuyecteeHHas RQ MUP (MLUP B peansHoM BpeMeHU, Konmy.)

(Analysis of the BCR/ABL relative expression, RQ-PCR,

quantitative) 5390,00

WccnenosaHue mytaumoHHoro ctatyca BCR-ABL reHa (meTtog
npsimoro cekseHmposaHus no CaHrepy) (BCR-ABL1 Mutation

777741BCl Analysis using direct Sanger sequencing, qualitative) 9330,00

777734

Ananus xsumepHoro reHa BCR-ABL (FISH, konwnuy.) (Analysis of
chimeric gene BCR-ABL, FISH, quantitative) 9990,00
Ananus xumepHoro reHa BCR-ABL (FISH, konwny.) (Analysis of

777775ABI chimeric gene BCR-ABL (FISH, quantitative)) 9400,00

777735

777736

777737

Ananus nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of

gene rearrangements FGFR1 (FISH, quantitative)) 9990,00
Ananus nepectpoek reHa PDGFR?(FISH, konuny.) (Analysis of

gene rearrangements PDGFR? (FISH, quantitative)) 9990,00

AHanus xumepHoro reHa FIP1L1/PDGFR?(FISH, konuy.)
(Analysis of chimeric gene FIP1L1/PDGFR? (FISH, quantitative)) 9990,00
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AHanus mytaumn B 12 ak3oHe JAK2 rena (MUP, kay.) (Analysis
777738  of JAK2 Exon 12 mutations (PCR qualitative))

AHanns mytauum n geneumm B reHe MPL (MNUP, ka4.) (Analysis
777739  of MPL gene mutations, deletions, (PCR qualitative))

Ananus mytaumn, geneunn, nHcepunii B reHe CALR (MLUP, kay.)

(Analysis of CALR gene mutations, deletions, insertions, PCR,
777740  qualitative)

KapunoTtun oHkorematonorudeckuii (Karyotype, Hematologic
777769KQ Disorders, Peripheral Blood)

AHanus xumepHoro reHa PML/RAR? -t(15;17) (MLUP, kau.)

(Analysis of chimeric gene PML/RAR? -t(15;17) (PCR,
777742PM qualitative))

Ananus xsumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MUP, kay.)

(Analysis of chimeric gene RUNX1/RUNX1T1 -(8;21) (PCR,
777743RU qualitative))

AHanus xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLUP,

kay) (Analysis of chimeric gene CBF?/MYH1- inv(16),{(16;16)
777744CBI (PCR, qualitative))

AHanus nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of
777753Q5 chromosome 5 rearrangements (FISH, quantitative))

AHanus nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of
777781Q5 chromosome 5 rearrangements (FISH, quantitative))

AHnanus nepectpoek 7 xpomocomsbl (FISH, konny) (Analysis of
777748Q chromosome 7 rearrangements (FISH, quantitative))

Ananus nepectpoek 7 xpomocomsbl (FISH, konny) (Analysis of
777777Q7 chromosome 7 rearrangements (FISH, quantitative))

Ananus nepectpoek MLL reHa (FISH, konun4.) (Analysis of MLL
777749MLI gene rearrangements (FISH, quantitative))

Ananus nepectpoek MLL reHa (FISH, konun4.) (Analysis of MLL
777778MLIgene rearrangements (FISH, quantitative))

Ananus nepectpoek 3q (FISH, konuy.) (Analysis of 3q
7777473Q rearrangements (FISH, quantitative))

Ananus nepectpoek 3q (FISH, konuy.) (Analysis of 3q
777776Q3 rearrangements (FISH, quantitative))

Ananus geneumn 12p (FISH, konuny.) (Analysis of 12p deletion
777751P  (FISH, quantitative))

Ananus geneumn 12p (FISH, konuny.) (Analysis of 12p deletion
777779P1Z (FISH, quantitative))

Ananus geneummn 20q (FISH, konun4.) (Analysis of 20q deletion
777752Q2((FISH, quantitative))

Ananus geneummn 20q (FISH, konun4.) (Analysis of 20q deletion
777780Q2((FISH, quantitative))

AHanus xumepHoro reHa MLL/AF4 -t(4;11) (MUP, ka4.) (Analysis
777745MLI of chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative))

AHanus xumepHoro reHa E2A/PBX1 - 1(1;19) (MLUP, kau.)

(Analysis of chimeric gene E2A/PBX1 -1(1;19) (PCR,
777746E2/ qualitative))

Ananus geneummn TP53 rena (FISH, konuny.) (Analysis of TP53
777791TP: gene deletion (FISH, quantitative))

Ananus geneummn TP53 rena (FISH, konuny.) (Analysis of TP53
777754TP! gene deletion (FISH, quantitative))

Ananus geneummn TP53 rena (FISH, konuny.) (Analysis of TP53
777782TP! gene deletion (FISH, quantitative))

Ananus nepectpoek IGH rena (FISH, konwny.) (Analysis of IGH
7777551GF gene rearrangements (FISH, quantitative))

Ananus nepectpoek IGH rena (FISH, konwny.) (Analysis of IGH
7777831GF aene rearranaements (FISH, quantitative))

5390,00

5390,00

5390,00

7480,00

2625,00

2625,00

2625,00
10490,00
9400,00
10490,00
9400,00
10490,00
9400,00
10490,00
9400,00
10490,00
9400,00
10490,00

9400,00

2625,00

2625,00
10000,00
11195,00
9400,00
10490,00

9400.00
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AHanus TpaHcnokauum t(4;14)(p16;932) (FISH, konwny.) (Analysis
777756TH of translocation t(4;14)(p16;932) (FISH, quantitative))

AHanus TpaHcnokauum t(4;14)(p16;932) (FISH, konwny.) (Analysis
777784TH of translocation t(4;14)(p16;932) (FISH, quantitative))

Ananus TpaHcnokauum t(11;14)(q13;932) (FISH, konuny.)
777757TQ((Analysis of translocation t(11;14)(q13;932) (FISH,quantitative))

AHanus TpaHcnokauum t(11;14)(q13;932) (FISH, konuy.)
777785TQ (Analysis of translocation t(11;14)(q13;932) (FISH,quantitative))

AHanus MmoHocomuu, aeneumm 13 xpomocomsbl — (del(13), -13)

(FISH, konwny.) (Analysis of chromosome 13 monosomy,
777792DEl deletion — (del(13), -13) (FISH,quantitative))

AHanus moHocomuu, geneuum 13 xpomocomsbl — (del(13), -13)

(FISH, konwny.) (Analysis of chromosome 13 monosomy,
777758DEl deletion — (del(13), -13) (FISH,quantitative))

AHanus MmoHocomuu, aeneumm 13 xpomocomsbl — (del(13), -13)

(FISH, konwny.) (Analysis of chromosome 13 monosomy, deletion
777786DEI- (del(13), -13) (FISH,quantitative))

Ananus TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konuy.)

(Analysis of translocation t(14;16) (IGH/MAFB)
777793IGF (FISH,quantitative))

AHanus TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konuy.)

(Analysis of translocation t(14;16) (IGH/MAFB)
7777591GF (FISH,quantitative))

Ananus TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konuy.)

(Analysis of translocation t(14;16) (IGH/MAFB)
777787IGF (FISH,quantitative))

AHanus nepectpoek ATM rena (FISH, konny.) (Analysis of ATM
777761ATI gene rearrangements (FISH, quantitative))

AHanus nepectpoek ATM rena (FISH, konny.) (Analysis of ATM
777788ATI gene rearrangements (FISH, quantitative))

AHanus Tpucommu 12 xpomocomsl (+12) (FISH, konuy.) (Analysis
777762Q1:. of chromosome 12 trisomy (FISH, quantitative))

AHanus Tpucommu 12 xpomocomsl (+12) (FISH, konuy.) (Analysis
777789Q1:. of chromosome 12 trisomy (FISH, quantitative))

AHanuns Bcex cneundunyecknx abeppauuini Ha napadUHOBbIX

cpesax (rmctoFISH, konny.) (Analysis of all specific aberrations
777774TQon paraffin slides (FISH Histology, quantitative))

Ananus TpaHcnokauum t(11;14)(q13;932) Ha napadnHOBbIX

cpe3sax (rmctoFISH, konny.) (Analysis of translocation

t(11;14)(913;932) on paraffin slides (FISH Histology,
777790TQ quantitative))

AHanus TpaHcnokauum t(11;18)(q21;921) (FISH, konuy.)
777763TQ! (Analysis of translocation t(11;18)(g21;921) (FISH, quantitative))

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konwny.)

(Analysis of BCL- 6 gene rearrangements (der(3)(927) (FISH,
777764BCl quantitative))

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha

napaduHoBbix cpesax (MmcTtoFISH, konuy.) (Analysis of BCL- 6

gene rearrangements (der(3)(g27)) on paraffin slides (FISH
777771BCl Histology, quantitative))

Ananus nepectpoek MYC rena ( 1(8;14)(q24;932)-

t(2;8)(p11;924), 1(8 ;22)(q24;911)) (FISH, konwnuy.) (Analysis of

MYC gene rearrangements (1(8;14)(924;932)-t(2;8)(p11;924), t(8
777765MY ;22)(a24:a11) (FISH, quantitative))
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AHanus TpaHcnokauum t(2;5)(p23;935) (FISH, konny.) (Analysis

777766 TQ! of translocation t(2;5)(p23;935) (FISH, quantitative))

AHanus TpaHcnokauum t(2;5)(p23;935) Ha napadrHOBbIX cpe3ax
(rmcToFISH, konny.) (Analysis of translocation (2;5)(p23;935) on

777772TP(paraffin slides (FISH Histology, quantitative))

AHanns nepectpoek BCL2 reHa
t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(921;911) (FISH,
konud.) (Analysis of BCL2 gene rearrangements
t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(921;911) (FISH,

777767BCl quantitative))

AHanna nepectpoek BCL2 reHa Ha napadmHOBLIX cpe3ax
(rmctoFISH, konny.) (Analysis of BCL2 gene rearrangements on

777773BCl paraffin slides (FISH Histology, quantitative))

Mapkep pa3sutus Ph’-HeraTMBHbIX XPOHUYECKNX
MuenonponudgepaTuBHbix 3abonesannii (XMIM3): kayecTBeHHas
OLIEHKa Hanu4nsi comatudeckon mytaumm 617F reHa JAK2
(Marker of Ph-negative Chronic Myeloproliferative Disorders
(cMPD): qualitative assessment of presence of gene JAK2 617F

7262S1-PF somatic mutation)

101rMm

101K

1021 TINM

21.1. reHeTnueckue VIP-npodunu (Genetic VIP-Profiles)
MonHoe reHeTu4veckoe obcnenoBaHue ans Myx4mH (reHsl ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3,
ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, VDR, AR, CFTR; AZF-pervoH; kapnotun) (Genetic
Testing for Men (Genes ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2,
PAH, SMN, RHD, HLA I, VKORC1, NAT2, BRCA1, BRCA2,
DLG5, NOD2, POMC, UGT1A1, VDR, AR, CFTR; AZF-Region;
Karyotype))

MonHoe reHeTuyeckoe obcnenoBaHne Ans xeHwuH (reHsl ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3,
ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, VDR; kapuoTun) (Genetic Testing for Women (Genes
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1,
LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1,VDR; Karyotype))

MonHoe reHeTuyeckoe obcrneaoBaHmne CynpyXeckon napbl
(myxumHa) (rensl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH,
SMN, RHD, HLA ll, VKORC1, NAT2, BRCA1, BRCA2, DLG5,
NOD2, POMC, UGT1A1, VDR, AR, CFTR; AZF-peruos;
kapuoTtun) (Genetic Testing for Couple: Man (Genes ACE, AGT,
F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3,
ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I,

VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
11GT1A1 VDR AR CFTR: A7F-Reninn* Karuntynea)\
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MonHoe reHeTMYeckoe obcneaoBaHMe Cynpy>KeECKON napbl
(keHwwmHa) (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH,
SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2, DLGS5,
NOD2, POMC, UGT1A1,VDR; kapnoTun) (Genetic Testing for
Couple: Woman (Genes ACE, AGT, F2, F5, ApoE, MTHFR,
MTRR, MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9,
GSTT1, GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2,
PAH, SMN, RHD, HLA Il, VKORC1, NAT2, BRCA1, BRCA2,
DLG5, NOD2, POMC, UGT1A1, VDR; Karyotype))

MonHoe reHeTu4veckoe obcnenoBaHue pebeHka (Manbyuk) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1,
LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA Il
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, VDR, AR, CFTR; AZF-pervoH; kapnotun) (Genetic
Testing: Boy (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, FGB, ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1,
GSTM1, GSTP1, LCT, CALCR, COL1A1, CFTR, GJB2, PAH,
SMN, RHD, HLA ll, VKORC1, NAT2, BRCA1, BRCA2, DLG5,
NOD2, POMC, UGT1A1, VDR, AR, CFTR; AZF-Region;
Karyotype))

MonHoe reHeTnyeckoe obcnenoBaHve pebeHka (oeBoyka) (reHbl
ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB,
ITGB3, ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1,
LCT, CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, VDR; kapvoTun) (Genetic Testing: Girl (reHbl ACE,
AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3, FGB, ITGB3,
ITGA2, GP1BA, CYP2C9, GSTT1, GSTM1, GSTP1, LCT,
CALCR, COL1A1, CFTR, GJB2, PAH, SMN, RHD, HLA I,
VKORC1, NAT2, BRCA1, BRCA2, DLG5, NOD2, POMC,
UGT1A1, VDR; Karyotype))

21.2. O6pas Ku3Hu U reHeTudeckmne dakropbol (Lifestyle and
Genetic Factors)

3popoBbii 06pas xu3Hu (reHsl ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, GSTT1, GSTM1, GSTP1, NAT2,
ITGB3, ITGA2, GP1BA, FGB, UGT1A1) (Healthy Lifestyle
(Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR, MTR, NOS3,
GSTT1, GSTM1, GSTP1, NAT2, ITGB3, ITGA2, GP1BA, FGB,
UGT1A1))

A 3popos (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE,
AGT, GSTT1, GSTM1, GSTP1, NAT2, UGT1A1, AR, CFTR; AZF-
pervoH) (I'm Healthy (for Men) (Genes F2, F5, ApoE, MTHFR,
MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1, NAT2,
UGT1A1, AR, CFTR; AZF-Region))

A 3poposa (reHbl F2, F5, ApoE, MTHFR, MTRR, MTR, ACE,
AGT, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2,
UGT1A1) (I'm Healthy (for Women) (Genes F2, F5, ApoE,
MTHFR, MTRR, MTR, ACE, AGT, GSTT1, GSTM1, GSTP1,
NAT2, BRCA1, BRCA2, UGT1A1))
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OueHKa p1CKOB, CBA3aHHbIX C UHTEHCUBHOW (h13MYECKON
Harpy3kow (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (Higher Physical
Activity: Risk Assessment (Genes ACE, AGT, F2, F5, ApoE,
MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB))
OueHKa p1CcKoB, CBSA3aHHbIX C MUHTEHCUMBHOW h3NYEeCKOM
Harpyskow (reHbl ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (6e3 onucaHus
pesynbTaToB Bpadom-reHeTnkom) (Higher Physical Activity: Risk
Assessment (Genes ACE, AGT, F2, F5, ApoE, MTHFR, MTRR,
MTR, NOS3, ITGB3, ITGA2, GP1BA, FGB) (without
Description))

MogrotoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))
MogrotoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5)
(6e3 onuncaHust pe3ynbTaToB BpadoM-reHeTkom) (Preparation
for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without
Description))

Puck paseuTtusi paka npu kypeHun (reHsl GSTT1, GSTM1,
GSTP1, NAT2) (Risk of Cancer in Smoking (Genes GSTT1,
GSTM1, GSTP1, NAT2))

Pwuck passuTtus paka npu kypeHum (reHsl GSTT1, GSTMA1,
GSTP1, NAT2) (6e3 onncaHus pe3ynbTaToB Bpa4OM-reHETUKOM)
(Risk of Cancer in Smoking (Genes GSTT1, GSTM1, GSTP1,
NAT2) (without Description))

HeobxoammocTb 3aLwmThl KOXK nNpu 3arape (reHsl GSTT1,
GSTM1, GSTP1, NAT2) (Tanning Risks: Protection of Skin
(Genes GSTT1, GSTM1, GSTP1, NAT2))

HeobxoammocTb 3aLwmThl KOXKM npu 3arape (reHsl GSTT1,
GSTM1, GSTP1, NAT2) (6e3 onMcaHusi pe3ynbTaToB BpayoM-
reneTukoMm) (Tanning Risks: Protection of Skin (Genes GSTT1,
GSTM1, GSTP1, NAT2) (without Description))

Mprem xapeHbIX 1 KOMYeHbIX NPOAYKTOB U PUCK Pa3BUTUS paka
(reHbl GSTT1, GSTM1, GSTP1, NAT2) (Intake of Grilled and
Smoked Foods and Cancer Risk (Genes GSTT1, GSTM1,
GSTP1, NAT2))

Mprem xapeHbIX U KOMYeHbIX NPOAYKTOB U PUCK Pa3BUTUS paka
(reHbl GSTT1, GSTM1, GSTP1, NAT2) (6e3 onucaHus
pesynbTaToB Bpayom-reHeTukom) (Intake of Grilled and Smoked
Foods and Cancer Risk (Genes GSTT1, GSTM1, GSTP1,
NAT2) (without Description))

21.3. PenpoayKtuBHoe 3g0poBbe (Reproductive Health)
HapyLlueHuns cnepmatoreHesa, 6 MapképoB (Mukpoaeneumm
nokyca AZF) (Spermatogenesis disorders (6 AZF))
HapyLlueHunsa cnepmatoreHesa, 6 mapképos (MukpoaeneLumm
nokyca AZF) (6e3 onucaHus pesynbTaTtoB reHETUKOM)

YKeHckoe 6ecnnogne n ocrnoxHeHne 6epemeHHocTH (reHsl F2,
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTun)
(Female Infertility, Pregnancy Complication (Genes F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; Karyotype))
Xouy cTaTb MaMon: OCrnoXxHeHus 6epemMeHHoOCTM (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a
Mother: Pregnancy Complications (Genes F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD))
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Xouy cTaTb MaMoW: ocrnoXHeHus 6epeMeHHocTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHus
pe3ynbTaToB Bpadom-reHeTukom) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR,
ACE, AGT, RHD) (without Description))

CKINOHHOCTb K TpoMB03am npy 6epeMeHHOCTU: MUHUMaTbHas
naHenb (reHbl F2, F5) (Thrombotic Tendency in Pregnancy:
Minimum (Genes F2, F5))

CKNOHHOCTL K TpoMB03am npy 6epeMeHHOCTU: MUHUMarbHas
naHenb (reHbl F2, F5) (6e3 onucaHusa pe3ynbTaTtoB Bpa4oMm-
reHeTmkoMm) (Thrombotic Tendency in Pregnancy: Minimum
(Genes F2, F5) (without Description))

lecTo3bl 1 peTonnayeHTapHasa HegocTtaTo4yHocTb (reHbl ACE,
AGT, MTHFR, MTRR, MTR, F2, F5) (Gestosis and Placental
Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
ecTo3bl 1 heTonnaueHTapHas HegocTaToyHOCTb (reHbl ACE,
AGT, MTHFR, MTRR, MTR, F2, F5) (6e3 onucanus
pe3ynbTaToB Bpadom-reHeTnkom) (Gestosis and Placental
Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(without Description))

MprBbIYHOE HEBbIHALLMBaHWE BepeMEHHOCTU, B T. Y.
CKIMOHHOCTb K TpomM603aM npu 6epeMeHHOCTU: pacLumpeHHas
naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual
Miscarriage, Thrombotic Tendency in Pregnancy: Extended
Panel (Genes MTHFR, MTRR, MTR, F2, F5))

MpvBbIYHOE HEBbIHALIMBaHWE 6epeMeHHOCTH, B T. Y.
CKITOHHOCTb K TpoM603aM npu 6epeMeHHOCTH: pacLUMpeHHas
naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucanus
pe3ynbTaToB Bpayom-reHeTnkom) (Habitual Miscarriage,
Thrombotic Tendency in Pregnancy: Extended Panel (Genes
MTHFR, MTRR, MTR, F2, F5) (without Description))
Bo3HMKHOBEHME U30NMPOBaHHbLIX MOPOKOB Pa3BUTUS Y Nnoaa
(renbl MTHFR, MTRR, MTR) (Isolated Malformations in Fetus
(Genes MTHFR, MTRR, MTR))

Bo3HMKHOBEHUWE M30NMPOBaHHBLIX MOPOKOB Pa3BUTUSA y Nroaa
(reHbl MTHFR, MTRR, MTR) (6e3 onncaHus pe3ynbtaToB
Bpayvom-reHeTukom) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR) (without Description))

TpomboTn4ecKkme 0CrOXHEHUS NPU CTUMYNALMMN OBYNALMU
(renbl F2, F5) (Thrombotic Complications of Ovulation Induction
(Genes F2, F5))

TpomboTnyeckme OCMOXHEHNS NPU CTUMYNALMN OBYNALMU
(reHbl F2, F5) (6e3 onncaHus pesynbTaToB BPa4OM-reHeTUKOM)
(Thrombotic Complications of Ovulation Induction (Genes F2,
F5) (without Description))

Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pernoH; kapnoTun)
(Male Sterility (Genes AR, CFTR; AZF-Region; Karyotype))
eHeTn4veckne dakTopbl myxckoro 6ecnnogums (reHsl AR, CFTR;
AZF-pernoH) (Genetic Factors of Male Infertility (Genes AR,
CFTR; AZF-Region))

HapyLweHunsa cnepmatoreHesa: paclumpeHHas naHens (AZF-
pervoH) (Impairment of Spermatogenesis: Full Panel (AZF-
Region))

HapylweHunsa cnepmartoreHesa: paclumpeHHas naHens (AZF-
pervoH) (6e3 onucaHusi pesynbTaToB BPaYOM-TeHETUKOM)
(Impairment of Spermatogenesis: Full Panel (AZF-Region)
(without Description))
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OnacHocTb Npu NpMemMe oparbHbIX KOHTPaLEenTuBoB (reHbl F2,
F5) (6e3 onucaHusa pesynbTtaToB Bpavyom-reHeTukom) (Risk of

118I'T1/B3 Oral Contraceptives, OCs (Genes F2, F5) (without Description)) 2670,00 py6
O6meH donveson kucnotbl (reHsl MTHFR, MTRR, MTR) (Folic

120N Acid Metabolism (Genes MTHFR, MTRR, MTR)) 4990,00 py6

O6wmeH donueson kucnotbl (reHel MTHFR, MTRR, MTR) (6e3
onvncaHus pesynbTaToB Bpadom-reHeTnkom) (Folic Acid

120rT1/B3 Metabolism (Genes MTHFR, MTRR, MTR) (without Description)) 4190,00 py6
OnacHocTb Npu Nnpveme oparsbHbIX KOHTpaLenTnBoB (reHsl F2,

118IT1 F5) (Risk of Oral Contraceptives, Ocs (Genes F2, F5)) 3040,00 py6
21.4. HLA-TunupoBaHue u pe3syc-paktop (HLA (Human
Leukocyte Antigens) Typing and Rh factor)

7821RH  OnpepeneHue pesyc-dakropa (Rh factor Definition) 8160,00 py6

7207TP®I OnpepeneHuve reHoTuna pesyc-caktopa (RH factor Genotype) 13070,00 py6
Onpepenexne reHotTuna pesyc-gaktopa (6e3 onucaHuns
pe3ynbTaToB Bpayom-reHeTukom) (Genotype of RH factor

720763  Definition (without Description)) 12660,00 py6
Pesyc-chaktop nnopa. BeisisneHne reHa RHD nnoga B kpoBu
3314GR  wmartepu (RHD gene of the fetus in the mother's blood) 8055,00 py6

TunupoBaHue reHos cuctemsl HLA Il knacca (reHsl DRB1,
DQA1, DQB1) (System Human Leukocyte Antigen (HLA) Class

7831HL I, Typing (Genes DRB1, DQA1, DQB1)) 7890,00 py6
MonekynspHo-reHeTu4eckoe nccriegosanve HLA-B27
1334 (Molecular Genetic Testing HLA-B27) 2160,00 py6

21.5. Cuctema cBepTbiBaHUA Kposu (Blood-Clotting Sequence)
Tpomb60o3bl: pacwmpeHHas naHenb (reHsl F2, F5, MTHFR,
MTRR, MTR) (Thrombosis: Advanced Panel (Genes F2, F5,
114N MTHFR, MTRR, MTR)) 8990,00 py6
Tpomb603bl: paclumpeHHasi naHens (rewsl F2, F5, MTHFR,
MTRR, MTR) (6e3 onucaHusa pe3ynbTaToB Bpa4OM-reHETUKOM)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR,
114IT1/B3 MTR) (without Description)) 7990,00 py6

PaclumpeHHoe nccnegoBaHve reHoB CUCTEMbI FeMocTasa (FeHbl
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-
1) (Extended Study of Hemostatic System (Genes F2, F5,
19rn MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)) 11990,00 py6
PaclumpeHHoe uccnegoBaHve reHoB CUCTEMbI remMocTasa (feHbl
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-
1) (6e3 onucaHusa pesynbTaTtoB BpavyoM-reHeTukom) (Extended
Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without

19IM/B3  Description)) 9990,00 py6
Tpomb6o3bl: cokpalleHHas naHens (reHel F2, F5) (Thrombosis:
123rn Minimum (Genes F2, F5)) 2890,00 py6

Tpombo3bl: cokpalleHHas naHenb (reHsl F2, F5) (6e3 onncaHus
pe3ynbTaToB Bpayom-reHeTnkom) (Thrombosis: Minimum

123IT1/B3 (Genes F2, F5) (without Description)) 2490,00 py6

125N ®unbpwuHoreH (reH FGB) (Fibrinogen (Gene FGB)) 2740,00 py6
®ubpurHoreH (reH FGB) (6e3 onucaHusa pe3ynbTaTtoB BpayoM-

125I'M/B3 reHeTnkom) (Fibrinogen (Gene FGB) (without Description)) 2440,00 py6

MmnepromounctenHemus (reisl MTHFR, MTRR, MTR)
138rnM (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) 4990,00 py6



138IT1/B3

122Im

122rT/B63

72011

720163

111rn

129rn

129IM/63

121N

121IT/B3

76111

761163

1441

1441T1/B3

143IM

M'nepromoumctenHemust (reHel MTHFR, MTRR, MTR) (6e3
onvcaHus pesyribTaToB BPa4yoM-TEHETUKOM)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without

Description)) 4190,00
vneparperaumsa TpomboumnToB (reHbl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA)) 2290,00

Nneparperaumsa TpomboumnTos (reHbl ITGA2, GP1BA) (6e3

onuncaHus pesynbTaToB Bpadom-reHeTnkom) (Platelet

Hyperaggregation (Genes ITGA2, GP1BA) (without Description)) 1990,00
TpombouwnTapHbIv peuentop ubpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3)) 1170,00
TpombouunTapHbI peuentop dubpuHoreHa (reH ITGB3) (6e3

onucaHusa pesynbTaToB Bpadom-reHeTnkom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description)) 1660,00
21.6. bonesHu cepaua u cocygos (Heart and Blood Vessel
(Cardiovascular) Diseases)

CeppeyHo-cocyauctble 3abonesanus (reHsl ACE, AGT, F2, F5,

ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA,

FGB) (Cardio-Vascular Diseases (Genes ACE, AGT, F2, F5,

ApoE, MTHFR, MTRR, MTR, NOS3, ITGB3, ITGA2, GP1BA,

FGB)) 15850,00

ApTepuanbHasi runepTeHsus, nonHasa naHens (reHoel ACE, AGT,

NOS3) (Arterial Hypertension: Full Panel (Genes ACE, AGT,

NOS3)) 8790,00
ApTepuanbHas runepTteHsus, nonHasa naHens (reHel ACE, AGT,

NOS3) (6e3 onucaHusa pe3ynbTaToB Bpa4OM-reHETUKOM)

(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)

(without Description)) 7790,00
ApTepuanbHas rmnepTeH3uns, CBs3aHHas C HapyLEHNAMN B
peHuHaHrMoTeH3nHoBow cucteme (reHbl ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,

AGT)) 2290,00
ApTepuanbHas rmnepTeH3uns, CBsA3aHHas ¢ HapyLEHNAMN B
peHnHaHrmoTeH3nHoBow cucteme (reHbl ACE, AGT) (6e3

ONUCcaHusa pesynbTaToB BpavyoM-reHeTukom) (Arterial

Hypertension, Renin-Angiotensin System Disorder (Genes ACE,

AGT) (without Description)) 1990,00
ApTepuanbHas runepTeH3ns, CBa3aHHasa C HapylweHnamm B

pabote aHgoTenmanbHon NO-cuHTasbl (reH NOS3) (Arterial
Hypertension, Endothelial NO-Synthase Disturbance (Gene

NOS3)) 1910,00
ApTepuanbHas runepTeH3ns, CBA3aHHasa ¢ HapylweHnamm B

pabote aHgoTenmaneHo NO-cuHTasel (reH NOS3) (6e3

onuncaHusa pesynbTaToB Bpayom-reHeTnkom) (Arterial

Hypertension, Endothelial NO-Synthase Disturbance (Gene

NOS3) (without Description)) 1500,00

MBC, uHdapkt mmokapaa (reHol ITGA2, GP1BA, ACE, AGT,
NOS3, ApoE) (Ischemic Heart Disease, Myocardial Infarction
(Genes ITGA2, GP1BA, ACE, AGT, NOS3, ApoE)) 8995,00

MBC, uHdapkt muokapaa (reHol ITGA2, GP1BA, ACE, AGT,
NOS3, ApoE) (6e3 onncaHus pesynbTaToB Bpa4OM-reHeTUKOM)
(Ischemic Heart Disease, Myocardial Infarction (Genes ITGA2,

GP1BA, ACE, AGT, NOS3, ApoE) (without Description)) 8620,00
Nwemmnyecknii nHcyneT (reHbl ITGB3, ITGA2, GP1BA, FGB)
(Ischemic Stroke (Genes ITGB3, ITGA2, GP1BA, FGB)) 6960,00
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Nwemmnyecknin nHcynbT (reHbl ITGB3, ITGA2, GP1BA, FGB)
(6e3 onncaHnst pe3ynbTaToB BpadoM-reHeTrMkom) (Ischemic
Stroke (Genes ITGB3, ITGA2, GP1BA, FGB) (without
143IT1/B3 Description)) 6230,00 py6

21.7. Bone3Hu }Kenyao4yHO-KULLEYHOro TpaKTa
(Gastrointestinal Diseases)

BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's
11711 Disease (Genes DLG5, NOD2, OCTN1, OCTN2)) 11120,00 py6
21.8. bone3Hu UeHTpanbHOt HepBHO cuctembl (Central
Nervous System (CNS) Diseases)
Puck 6onesnn Anburerimepa (AnonunonpoteunH E (ApoE).
7641B-API| BoiseneHne nonnmopduama e2?e3?e4) 3175,00 py6
1231 myTaTvoH o6Lwmn 3600,00 py6
21.9. OHKonoruyeckue 3abonesanusa (Cancer Diseases)
Oxkonornyeckne 3aboneBaHuns y xxeHwuH (redist MTHFR,
MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCAZ2,
CHEK2, NBS1) (Cancer in Women (Genes MTHFR, MTRR,
MTR, GSTT1, GSTM1, GSTP1, NAT2, BRCA1, BRCA2, CHEK2,
113rn NBS1)) 24000,00 py6
OHkonornyeckue 3abonesaHust y myxuuH (reisl MTHFR, MTRR,
MTR, GSTT1, GSTM1, GSTP1, NAT2, AR) (Cancer in Men
(Genes MTHFR, MTRR, MTR, GSTT1, GSTM1, GSTP1, NAT2,
112rn AR)) 17000,00 py6
OHkonorunyeckue 3aboneBaHusi, CBA3aHHbIE C TOKCUHaAMMN
okpyxatoLen cpegpl (reHel GSTT1, GSTM1, GSTP1, NAT2)
(Cancer Associated with Environmental Toxins (Genes GSTT1,
1281 GSTM1, GSTP1, NAT2)) 10190,00 py6
HacnepncteHHble cnyyan BRCA-accounmpoBaHHOro paka y
MY>XXYMH: paK rpygHoOW, NogXXenyaoyHow, npeacTaTensHon
xenes, pak anyek (reHsl BRCA1, BRCA2) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate,
154N Testicular Cancer (Genes BRCA1, BRCA2)) 3990,00 py6
HacnencrteeHHble cnyvyan BRCA-accounnpoBaHHOro paka y
MYXXYMH: paK rpyaHoOwW, NogXenyaoyHow, npeactatenbHon
Xenes, pak anyek (reHsl BRCA1, BRCA2) (6e3 onucaHus
pe3ynbTaToB Bpayom-reHeTukom) (Hereditary Breast Cancer In
Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
154IT/B3 (Genes BRCA1, BRCA2) (without Description)) 3590,00 py6
Mapkep pa3sutus Ph’-HeraTMBHbIX XPOHUYECKNX
MuenonponudepaTuBHbix 3abonesannii (XMIM3):
KONMYeCcTBEHHOE OnpeaernieHne COOTHOLLEHUS HOPMAarbHOro 1
MyTaHTHoro annenewn 617V/617F rena JAK2 (Marker of Ph-
negative Chronic Myeloproliferative Disorders (cMPD):
quantification of wild-type and mutant allelic ratio of gene JAK2
7260 617V/617F) 10800,00 py6
HacnepncTteeHHble criyYan paka MONOYHOW Xxenesbl U/nnm
anyHnkoB (reHel BRCA1, BRCA2) (Hereditary Breast and/or
124101 Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)) 5900,00 py6

HacnepncTteeHHble criydan paka MONOYHOW xenesbl U/unnm
anyHnkoB (reHel BRCA1, BRCA2) (6e3 onucaHus pe3ynbTaToB
Bpayvom-reHeTukom) (Hereditary Breast and/or Ovarian Cancer,

1241T1/63 HBOC (Genes BRCA1, BRCA2) (without Description)) 3840,00 py6
HacnepncTteeHHble criydan paka MONOYHOW Xenesbl U/nnm
snyHmukoB BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast

1244111 and/or Ovarian Cancer ) 9350,00 py6

21.10. HapyweHua obmeHa Bewects (Metabolic Disease,

Metahnalic Dictuirhance)



116Im

7015IT1

153IM

153IT/B3

115IM

115IT/B3

HacnepncrteeHHas npeapacnonoXeHHOCTb K caxapHoMy AnabeTy

1-ro TMna no Tpem nokycam reHo cuctembl HLA Il knacca (reHbl

DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes

Type 1 (Insulin-Dependent Diabetes), HLA Class Il (Genes

DRB1, DQA1, DQB1)) 5990,00
HacnepncTtBeHHasi npeapacnonoXeHHOCTb K Lienvakum no

nokycam reHoB cuctembl HLA 1l knacca (DQA1, DQB1) 7195,00
OcTteonopos: nonHasa naHenb (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR)) 7900,00
OcTteonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR)

(6e3 onucaHusa pesynbTaToB Bpavyom-reHeTukom) (Osteoporosis:

Full Panel (Genes CALCR, COL1A1, VDR) (without

Description)) 6900,00

Octeonopos: cokpaweHHas naHens (reHel CALCR, COL1A1)
(Osteoporosis: Abridged Panel (Genes CALCR, COL1A1)) 5490,00

OcTteonopos: cokpaweHHas naHens (reHsl CALCR, COL1A1)

(6e3 onucaHusa pesynbTaToB Bpavyom-reHeTukom) (Osteoporosis:
Abridged Panel (Genes CALCR, COL1A1) (without Description)) 4690,00
Octeonopos: peuentop ButammHa D (reH VDR) (Osteoporosis,

7014A-VDF Vitamin D Receptor (VDR) (Gene VDR)) 2300,00

7014B3

7691LCI

7201A-ITI

Octeonopos: peuenTtop ButamuHa D (reH VDR) (6e3 onucaHusa
pe3ynbTaToB BpayoMm-reHeTukom) (Osteoporosis, Vitamin D

Receptor (VDR) (Gene VDR) (without Description)) 1500,00
JlaktasHasa HegocTaTouHocTb (reH MCM6) (Adult Lactase

Deficiency (Gene MCM®6) 1790,00

21.11. dapmakoreHeTuKa (Pharmacogenetics)

AcnupuH 1 NnaeBuKc. [eHeTUYeckunii Mapkep pe3ucCTeHTHOCTU K
aHTMarperaHTHOWM Tepanuu acnupuMHOM ¥ NNaBUKCOM.
OnpepgeneHne HanuMuusi NONMMOPEU3MOB reHa
TpombouuTapHoro peuenTtopa ubprHoreHa (reH ITGB3)
(Aspirin and Plavix. Genetic Marker of Resistance to Antiplatelet
Therapy in Aspirin and Plavix. Detection of Polymorphisms of
Gene of Platelet Fibrinogen Receptor, Gene ITGB3) 1350,00
MvopanasuH u npokanHamug. MeHeTU4eckme Mapkepsbl
NOBLILLEHHOTO pYCKa Pa3BUTUS BONYaHOYHONOAOGHOro
CMHAPOMA U renaToTOKCUYHOCTU NPY NpUeMe KapANOTPOMHbIX
npenapaTtoB: ruapanasuHa u npokanHamuaa. OnpegeneHuve
Hanuumna nonumopdunamos reHa N-aueTuntpaHcdepasbl 2
(Hydralazine and Procainamide. Genetic Markers of Increased
Risk of Lupus-Like Syndrome and Hepatotoxicity in Taking
Cardiotropic Drugs: Hydralazine and Procainamide.
Determination of Polymorphisms N-Acetyltransferase 2, Gene

7601C-NA NAT2) 5190,00

MN3oHnasna. MeHeTnveckme Mapkepbl NOBLILLEHHOTO pUcka
pa3sBMTUSA NOMUHEBPUTOB MPY NpUeMe N3oHUa3naa, CBA3aHHbIX C
HapyLueHnem ero Metabonuama. OnpegeneHme HanMuusi
nonumopdunamoB reHa N-auetuntpaHcdepasbl 2 (reH NAT2)
(Isoniazidum. Genetic Markers of Increased Risk of
Development of Polyneuritis in Taking Isoniazidum and Isoniazid-
Related Violation of Metabolism. Determination of

7601B-NA Polymorphisms N-Acetyltransferase 2, Gene NAT2) 5190,00
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142rn

WHrmbutopsl AN, dpnysactaTtunH, bnokatopbl peuentopos ATII.
MporHosmpoBaHue HedhpoNpPOTEKTUBHOIO adhdhekTa
MHrMbuTopos Al® npu HegnabeTuyeckmx 3aboneBaHnsIX.
eHeTnyeckne mapkepbl 3hHEKTMBHOCTN aTeHonona npu
apTepuvarnbHOW rMnepTeH3nn ¢ rmnepTpoduen nesoro
Xenygodka unv Tepanuu onysactaTMHOM NPU ULLEMUYECKON
6onesHu cepaua. OnpegenexHve HanMuus NONMMopU3MoB
reHa aHrMoTeH3uH-npeepatlatoLLero cepmeHTa (reH ACE) (ACE
Inhibitors, Fluvastatin, ATIl Receptor Blockers. Forecasting
Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases.
Genetic Markers of Effectiveness of Atenolol in Hypertension
with Left Ventricular Hypertrophy or Fluvastatin Therapy in
Ischemic Heart Disease. Detection of Polymorphisms of Gene of
Angiotensin-Converting Enzyme (Gene ACE)) 2290,00
MeTabonuam npuHotekaHa (reH UGT1A1) (Metabolism of

7003A-UGl Irinotecan (Gene UGT1A1)) 4390,00

7261D-CY

1481

7261C-CY

JlozapTaH/vpbecapTaH. [eHeTM4ecknin Mapkep pucka

HapyLleHn meTabonuama 6rokaTopoB peLLenTopoB

aHrmoTeHauHa ll: nosapraHa n upbecaptaHa no Tmny

ocnabneHust 1 yCUneHust X rmnoTEH3NBHOMO AEUCTBUS,

COOTBETCTBEHHO. OnpeaeneHve HanuymMsa NonMMopgr3MoB reHa
untoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of

Risk of Metabolic Disorders Blockers of Receptors of

Angiotensin Il, Losartan and Irbesartan Type of Weakening and
Strengthening their Hypotensive Action, Respectively. Detection

of Polymorphisms of Cytochrome CYP2C9) 1920,00

MeToTpekcat. _['eHeTu4eckme MapKkepbl NOBbLILUEHHOTO pyUcka
pa3BMTMA NOBOYHBLIX peakuuii Npu NpMemMe mMeToTpekcaTta Ha
hoHe neyeHusi peBMaTougHoro aptputa. MeTtoTtpekcart:
HapyLleHne meTabonuama donvesoi knucnotel. OnpeaenexHune
Hanu4nsa NoNMMopdM3MOB reHoB (DEPMEHTOB peakLmii
donatHoro umkna (Methotrexatum. Genetic Markers of
Increased Risk of Development of Adverse Reactions in Taking
Methotrexate for Treatment of Rheumatoid Arthritis.
Methotrexate Disrupts Metabolism of Folic Acid. Determining
Presence of Polymorphisms of Genes of Enzymes of Folate
Cycle Reactions, Genes MTHFR, MTRR, MTR) 4990,00
HectepounaHble npoTuBoBocnanuTenbHble Npenaparsl.
"eHeTnYeCcKknin Mapkep NOBLILLIEHHOIO pycka pasBuTUS
noBoYHbIX peakuuit B hopMe xenyaovHbIX KPOBOTEYEHUI Npu
npueme HIBI (MGynpodeH, TEHOKCUKaM, HAaNPOKCEH, HO He
AvknodeHak) no TMny BO3HUKHOBEHWS XKeNYAOYHbIX
KPOBOTEYEHUI, CBA3AHHbIX C HapyLLEeHWeM Ux MeTabonmama.
OnpegeneHne HanUMuus NONMMOPMN3MOB reHa LMToxpoma
CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic Marker
of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation
of their Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9) 1920,00
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7601A-NA

7261B-CY

MeHuuunnamuH. M'eHeTnYeckne akTopbl YCUNEHUS

KIMHMYEeCKon aEKTUBHOCTM NMPU NPUMEHEHUN

neHuuunnammHa Ha choHe neYeHnss peBMaTouaHoro apTpura.
OnpegeneHne HanUMuns NONMMOpPU3MOB reHa Mio-1-rnyTaTMoH-
S-tpaHcdepasel (reH GSTM1) (Penicillamine. Genetic Factors of
Enhance Clinical Effectiveness in Use of Penicillamine in

Treatment of Rheumatoid Arthritis. Detection of Polymorphisms

of ?-1 Glutathione-S-Transferase (Gene GSTM1)) 5190,00

CynbdhaHnnamugbl (cynbdacanasuH). _eHeTu4eckme Mapkepbl
NOBLILLEHHOTO pYCKa pa3BUTUS NOBOYHBIX peakuuii B hopme

AVCNencui 1 xxenyaoYHbIX KPOBOTEYEHUI Npu Npueme

cynbgacanasunHa, CBsi3aHHbIX C HapyLleHnem ero Metabonuama.
Onpegenexune Hanuuus nonuMopduamos reHa N-

auetunTpaHcdepasbl 2 (Sulfonamides (Sulfasalazine). Genetic

Markers of Increased Risk of Adverse Reactions in Form of

Dyspepsia and Intestinal Bleeding in Taking Sulfasalazine.
Sulfasalazine-Related Violation of Metabolism. Detection of
Polymorphisms N-Acetyltransferase 2, Gene NAT2) 5190,00

CynbhoHNNIMOYEBUHA 1 €€ NMPOM3BOAHbIE: _XIlopnponamums,
Tonasamug, rmubeHknamug n Tondytamua. F'eHeTnyeckuin
MapKep pucka pasBUTUSA HeXenaTernbHbIX EKapCTBEHHbIX
peakuuii No TMNy rMNOrNMKEMMU Npu Npueme nepoparsbHbIX
CaxapOoCHMXaloLLMX CPEACTB, CBA3AHHbIX C HAPYLLEHUEM UX
meTabonuama. OnpegenexHne HanUuns NONMMOpPcU3MOB reHa
untoxpoma CYP2C9 (Sulfonylurea and Derivatives:
Chlorpropamide, Tolazamide, Glibenclamide and Tolbutamide.
Genetic Marker of Risk of Adverse Drug Reactions by Type of
Hypoglycemia in Taking Oral Hypoglycemic Agents, Associated
with Violation of Metabolism. Detection of Polymorphisms of
Cytochrome CYP2C9) 1920,00
Beta-agpeHobnokatopbl. F'eH CYP2D6. ®apmakoreHeTuka (beta-

7259BETA Adrenergic Blockers. Gene CYP2D6) 6990,00

7259

7261CYI

119rn

76011

21.12. Cuctema fETOKCMKaLMU KCEHOBMOTUKOB U

KaHueporeHos (Detoxification System of Xenobiotics and

Carcinogens)

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6)) 6990,00
Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene
CYP2C9)) 1920,00
mytaTnoHTpaHcdepasbl (reHel GSTT1, GSTM1, GSTP)
(Glutathionetransferases (Genes GSTT1, GSTM1, GSTP)) 5190,00
N-auetnntpacdepasa 2 (reH NAT2) (N-Acetyltransferase 2

(Gene NAT2)) 5190,00
YpuanHgndocdaTrnokypoHngasa (reH UGT1A1) (Uridine

7003U-UG Diphosphate Glucuronyltransferase (Gene UGT1A1)) 4390,00

14600P1

21.13. Ycnyru Bpaya-reHeTuKa (Services of Physician-

Geneticist)

OnucaHue pesynbTaToB reHeTUYeCKoro Tecta 1 kateropum

cnoxHocTu (NeNe 720163, 761163, 701463, 125IT1/B3,

7207B63) (Genetic Test Results: Description of the 1-st Category
Complexity) 580,00
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OnucaHve pe3ynbTaToB FeHeTUYECKOro TecTa 2 KaTeropum

cnoxHoctn (NeNe 118IT1/B3, 121IM/B3, 123IT1/B3, 131IT1/B3,

141IM/B3, 115IM/B3, 124IT/B3, 154 T1/B3) (Genetic Test
14610P2 Results: Description of the 2-nd Category Complexity)

OnwncaHune pe3ynbTaToB reHeTUYECKOro TecTa 3 KaTeropun

cnoxHoctu (NeNe 122IM/B3, 129'M/B3, 120rM/63, 1371 M/B3,

138IT1/B3, 153IT1/B3, 110IT1/B3, 114 T1/B3, 140l /B3,

766163, 725863, 134M/B3, 135IT1/B3, 136I'T1/B3) (Genetic
14620P3 Test Results: Description of the 3-rd Category Complexity)

OnucaHue pesyrnbTaToB FEHETUYECKOrO TecTa 4 kaTeropum

cnoxHocTu (NeNe 1441T1/B3, 143IM/B3, 139IT1/B3, 145IT1/B3,

108IT1/B3, 19I'T/B3) (Genetic Test Results: Description of the 4-
14630P4 th Category Complexity)

22.1. HacneacrBeHHble MOHOreHHble 3a601eBaHuA U

cocroaHua (Hereditary Monogenic Diseases)

OcHoBHble HacneacTBeHHble 3aboneBaHus (reHbl CFTR, GJB2,

PAH, SMN) (Main Hereditary Diseases (Genes CFTR, GJB2,
1260m PAH, SMN))

AbunoTtpodusa ceTuaTkm, TN PpaHyeckeTTn (bonesHb

LWraprapara 1-ro Tuna). Mouck YacTtbix MmyTtaumi B reHe ABCA4,

4. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus
7803ABCA Included, Gene ABCA4, Freq. Mut.)

AkpogepmaTuT aHTeponaTudeckuin. Nouck mytaumm B reHe

SLC39A4, m. (Acrodermatitis Enteropathica, Gene SLC39A4,
7624SLC Mut.)

AnbbyHN3M rnasokoxHbi Tun 1A. Mouck mytaumn B reHe TYR,
7804TYR M. (Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

Anemns Janmonpa-bnekdeHa. MNMouck mytaumi B reHe RPS19,
7881RPS wm. (Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

ApTporpunos guctaneHbiv (cuHgpom ®pumena-LlengoHa).

Mouck YacTtbix MyTaumin B reHe MYH3, u. m. (Arthrogryposis
7107 Distal Type 2A, Gene MYH3, Freq. Mut.)

Atakcna Opugperixa. MNonck mytauuin B reHe FXN, m. (Friedrich
7905FRDA Ataxia, Gene FXN, Mut.)

Atakcusa Opugpenxa. lNMouck yacTtbix Mytaumm B reHe FXN, 4. m.
7808FRDA (Friedrich Ataxia, Gene FXN, Freq. Mut.)

AtenocrteoreHes (gucnnasusa ge na Wanens). Mouck mytaumn B

reHe SLC26A2, M. (Atelosteogenesis I, De la Chapelle
7108 Dysplasia, Gene SLC26A2, Mut.)

ATtpodus 3puTtenbHoro Hepsa Jlebepa. Mouck YacTbix MyTauui B
mutoxoHapuaneHon AHK, 12 4. m. (Leber Hereditary Optic
7109LElI  Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

ATtpodus 3puTtenbHoro Hepaa Jlebepa. Mouck YacTbix MyTauui B
mutoxoHapuaneHon AHK, 3 u. m. (Leber Hereditary Optic
76100HKI Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

ATpodus 3puTenbHOro Hepea c rryxoToin. [Nonck mytauumn B

«ropsumx» yqactkax reHa OPA1, «ropsa4.» y4. m. (Optic Atrophy

With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia
77610PA1 And Neuropathy, Gene OPA1, Hot-Point Mut.)
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AyTOMMMYHHBIN NumdonponudgepaTnBHbIi cMHAPOM. [Nonck
myTaumnn B reHe TNFRSF6, M. (Autoimmune Lymphoproliferative

7706 TNFR Syndrome, ALPS, Gene TNFRSF6, Mut.)

AyTOMMMYHHBIN NuMmdonponugepaTnBHLIN CMHAPOM. [Nonck
MyTauun B «ropsvmx» ydactkax reHa TNFRSF6, «ropsiy.» yy. m.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene

7705TNFR TNFRSF6, Hot-Point Mut.)

Adbasusa nepsuyHas nporpeccupytowlas. NMovck mytauuin B reHe

7770GRN GRN, M. (Aphasia Primary Progressive, Gene GRN, Mut.)

7112

AxoHgporeHes Tun . Mouck mytaumn B reHe SLC26A2, m.
(Achondrogenesis, Fraccaro Type, Gene SLC26A2, Mut.)
AxoHgponnasus. MNounck yacTeix myTaumi B reHe FGFR3, u. m.

7809FGFR (Achondroplasia, Gene FGFR3, Freq. Mut.)

BokoBow ammoTpocurdeckumin cknepos. Monck YacTeix MyTauui B
reHe VAPB, 4. M. (Amyotrophic Lateral Sclerosis, Gene VAPB,

7772VAPB Freq. Mut.)

BonesHb Becta. Nounck Bcex n3BeCTHbIX MyTauuin B reHe BEST1,
M. (Best Vitelliform Macular Dystrophy, All Known Mutations,

7709BEST Gene BEST1, Mut.)
7810ATP71 BonesHb BunbcoHa-KoHoBanosa, reH ATP7B y.wm.

BonesHb MannepsopaeHa-LUnaTua. Nonck yacTeix MyTauun B
reHe PANK2, u. m. (Neurodegeneration With Brain Iron

7812PANK Accumulation 1, Gene PANK2, Freq. Mut.)

BonesHb NepctmanHa-LUTpeyccnepa-LenHkepa. Mouck
myTauuin B reHe PRNP, m. (Gerstmann-Straussler Disease,

7813PRNF Gene PRNP, Mut.)

BonesHb KoyneHa. Mouck mytauwmii B reHe PTEN, m. (Cowden

7775PTEN Syndrome 1, Gene PTEN, Mut.)

BonesHb Kpentudenbara-Akoba. MNouck mytauuin B reHe PRNP,

7814PRNF m. (Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

BonesHb lepmutT-Ayknoc. MNonck mytaumn B reHe PTEN, m.

7776PTEN (Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

BonesHb Hoppwu. Mownck myTtauuin B reHe NDP, m. (Norrie

7816NDP Disease, Gene NDP, Mut.)

bonesHb nepnoanvecknx MbllleYHbIX CNa3mMoB. Mownck MyTaLI,VIVI

7710CAV3 B reHe CAV3, m. (Rippling Muscle Disease, Gene CAV3, Mut.)

BonesHb YHdeppuxTa-JlyHabopra. MNonck mytaumn B reHe
CSTB, m. (Progressive Myoclonic Epilepsy 1A Unverricht and

7818CSTB Lundborg, Gene CSTB, Mut.)

BonesHb YHeppuxTa-JlyHabopra. MNMouck Yactbix MyTaumn B
rene CSTB, u. m. (Progressive Myoclonic Epilepsy 1A Unverricht

7817CSTB and Lundborg, Gene CSTB, Freq. Mut.)

BbonesHb WTaprapara. Mouck yactbix myTaumii B reHe ABCA4, u.
M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus

7819ABCA Included, Gene ABCA4, Freq. Mut.)

Bpaxugaktnnua tun B1. MNownck myTtauuin B reHe ROR2, m.

7820RORZ (Brachydactyly Type B1, Gene ROR2, Mut.)

BpoxaeHHas He4yBCTBUTEMbLHOCTL K 601 ¢ aHrnaposom. Mounck
myTauun B reHe NTRK1, m. (Congenital Insensitivity To Pain

7992NTR With Anhidrosis, CIPA, Gene NTRK1, Mut.)

eneodusnyeckas gucnnasusd. Nonck mytauun B reHe
ADAMTSL2, M. (Geleophysic Dysplasia 1, Gene ADAMTSL2,

7711ADAN Mut.)

7822B

remocunus. MNonck myTaumm B reHe caktopa IX npu
remodunuu B, m. (Hemophilia B, Gene Factor IX, Mut.)
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M'nep-IgD cnHapom. Monck MyTaumii B «ropsaumnx» yyactkax
reHa MVK, «rops4.» y4. m. (Hyper-IgD Syndrome, Gene MVK,
7989MVK Hot-Point Mut.)

lvnep-IgD cnHapom. Mounck mytaumi B reHe CD40LG, m. (Hyper-

7778MVK IgD Syndrome, Gene CD40LG, Mut.)

vnep-IgM cungpom. Mounck mytauuii B reHe CD40LG, m. (Hyper-

7823CD  IgM Syndrome, Gene CD40LG, Mut.)

Mmnepkannemudecknin nepnognydecknin napanuy. MNouck

MyTauuin B ak3oHax 13 n 24 rena SCN4A, m. (Hyperkalemic
7898SCN4 Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

MmnepkepaTto3s. MNonck mytauun B reHe KRT1, M. (Epidermolytic
7783KRT1 Hyperkeratosis, Gene KRT1, Mut.)

nepkepaTtos. MNonck mytaumnn B reHe KRT9, m. (Epidermolytic
7121 Hyperkeratosis, Gene KRT9, Mut.)

MnepTpoduyeckasn kapguomuonatus. lNonck Mmytaumm B reHe

CAV3, M. (Familial Hypertrophic Cardiomyopathy, Gene CAV3,
7122 Mut.)

MnepTpodudeckasn kapguomuonatus. MNonck Mytaumin B reHe

TNNT2, m. (Familial Hypertrophic Cardiomyopathy, Gene
7824TNNT TNNT2, Mut.)

MMnokanuemnyecknin nepnogmnyecknii napanuy. NMouck mytauum
B 9k30Hax 12, 18 n 19 reHa SCN4A, m. (Hypokalemic Periodic
7603SCN4 Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)
Mmnodocdatemuyeckmin BUTaMmuH D-pe3nCTEHTHBIN paxuT
(noyeyHbInt hocdaTtHbIn anabeT). MNonck myTauuin B reHe PHEX,
M. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene
7126 PHEX, Mut. )
M'noxoHgponnasus. MNounck yacTeix myTauui B reHe FGFRS3, .
7906FGFR m. (Hypochondroplasia, Gene FGFR3, Freq. Mut.)
"maykoma BpoxgeHHas. Monck mytaumn B reHe CYP1B1, m.
(Primary Congenital Glaucoma 3A, PCG 3A, Gene CYP1B1,
7825CYP Mut.)
"maykoma toBeHUnbHasa oTKpbIToyrofnibHasa (cuHapom Purepa).
Mouck mytaumn B reHe CYP1B1, m. (Primary Open Angle
7127 Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)
"momepyoLuTo3 Noyek rmnonnacTuyeckoro Tuna. MNouck
myTauuin B reHe HNF1B, m. (Renal Cysts And Diabetes
7784HNF1 Syndrome, Gene HNF 1B, Mut.)
ononposaHuedanus. Mouck mytaumii B reHe SHH, m.
7627SSH (Holoprosencephaly 3, Gene SHH, Mut.)
OedunumnT KapHUTUHA CUCTEMHBLIV NEPBUYHBIN. MNonck MyTaumi B
reHe SLC22A5, m. (Systemic Primary Carnitine Deficiency,
SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene
7128 SLC22A5, Mut.)
Ounactpoduyeckasa ancnnasms. Nouck mytaumi B reHe
7129 SLC26A2, m. (Diastrophic Dysplasia, Gene SLC26A2, Mut.)
OvnnaTtaumoHHas kapamomuonatusa (OKMIT). Mowck myTaumn B
7828DES reHe DES, m. (Cardiomyopathy Dilated, Gene DES, Mut.)

OunataumoHHas kapgnommonatus (OKMM). MNonck mytauun B
7924EYA4 reHe EYA4, m. (Cardiomyopathy Dilated, Gene EYA4, Mut.)

OvnnaTtaumoHHas kapamomuonatusa (OKMIT). Mowck myTaumn B
7926FKTN reHe FKTN, m. (Cardiomyopathy Dilated, Gene FKTN, Mut.)

OunataumoHHas kapgnommonatus (OKMM). MNonck mytauun B
7922LMNA reHe LMNA, m. (Cardiomvopathy Dilated. Gene LMNA, Mut.)
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OunataumoHHas kapgnommonatus (OKMM). MNMonck mytauun B
7130 reHe SGCD, m. (Cardiomyopathy Dilated, Gene SGCD, Mut.)

OunataumoHHas kapgnommonatus (OKMM). MNMownck mytauun B
7923TAZ reHe TAZ, m. (Cardiomyopathy Dilated, Gene TAZ, Mut.)

OvnaTtaumoHHas kapamomuonatusa (OKMIT). Mowck myTaumn B
7925TNN reHe TNNT2, m. (Cardiomyopathy Dilated, Gene TNNT2, Mut.)

OvnnaTtaumoHHas kapamomuonatusa (OKMIT). Mownck myTaumn B

reHe amepuHa npu X-cuenneHHown dopme, M. (Cardiomyopathy
79219MU Dilated, X-Linked Gene Emerine, Mut.)

Owncnnasua Knucta. MNounck mytaunii B reHe Col2A1, m. (Kniest
7714Col2A Dysplasia, Gene Col2A1, Mut.)

OunctanbHasa moTtopHasa Henponatusa Tmn V. Nouck mytaumi B

reHe GARS, M. (Distal Hereditary Motor Neuropathy, DHMN,
7928GARS Gene GARS, Mut.)

OucTtanbHaa moTtopHasa HenmponaTtua tmn V. Nouck mytauun B

rene BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN,
7927BSCL Gene BSCL2, Mut.)

InctanbHas cnuHanbHas aMmoTpodust BpoXKaeHHas ¢

napanuyom gmadpparmsl. MNovck mytauuii B reHe IGHMBP2, m.

(Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2,
71311GI Mut.)

[vcTanbHas cnMHanbHas aMuMoTpodus BpoxXaeHHas

HenporpeccupytoLas. Monck MyTaumin B «ropsumx» ydacTkax

reHa TRPV4, «ropsay.» yy. M. (Distal Spinal Muscular Atrophy
7132 Congenital Non-Progressive, Gene TRPV4, Hot-Point Mut.)

M3onnpoBaHHbIN eduumMT ropMoHa pocTta ¢

rmnorammarnobynuHemuen. Nonck mytauun B reHe BTK, m.

(Hypogammaglobulinemia and Isolated Growth Hormone
7716BTK Deficiency, Fleisher Syndrome, Gene BTK, Mut.)

MxTtnos bynnesHein. MNonck mytauuii B reHe KRT2, m. (Ichthyosis
7604KRT2 Bullosa Of Siemens, Gene KRT2, Mut.)

MxTno3s BynbrapHbii. Mounck yactbix mytaumii B reHe FLG, 4. m
7133 (Ichthyosis Vulgaris, Gene FLG, Freq. Mut.)

MxTro3 namennsapHbIni. [Nonck BCex U3BECTHbIX MyTaLuWi B reHe

TGMA1, m. (Autosomal Recessive Congenital Ichthyosis, ARCI 1,
7829TGM1 All Known Mutations, Gene TGM1, Mut.)

KocTHas reteponnasusa nporpeccupytowas. NMonck mytauun B

reHe GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene
7140 GNAS, Mut.)

KpaHnomeTtadumsapHas aucnnasus. [Nonck Mytaumm B «ropaunx»
y4yacTkax reHa ANKH, «rops4.» y4. m. (Craniometaphyseal

7141 Dysplasia, Gene ANKH, Hot-Point Mut.)
KpaHnomeTtadumsapHas aucnnasus. Nonck mytaumm reHa ANKH,
7142 M. (Craniometaphyseal Dysplasia, Gene ANKH, Mut.)
KpaHuocuHocTo3. Monck myTtaumn B reHe TWIST1, m.
7143 (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpanuocuHocTo3s. Monck mytaumn B rene MSX2, m.
7717MSX2 (Craniosynostosis Type 2, Gene MSX2, Mut.)
J1apyHro-oHUXo-KyTaHHbIN CUHAPOM. [onck MyTaumin B 3K30He
39 reHa LAMAS, m. (Laryngoonychocutaneous Syndrome,
Laryngo-Onycho-Cutaneous Syndrome, Exon 39 Gene LAMAS3,
7718LAMA Mut.)
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JlerikogucTtpodusa runomumenuHosas. Nonck MmyTtaumin B reHe
GJC2, m. (Leukodystrophy Hypomyelinating 2, Gene GJC2,

7630GJC2 Mut.)

JInmdbeaema. Mownck myTtauuin B reHe FLT4, m. (Lymphedema,

7719FLT4 Gene FLT4, Mut.)

JInmdbenema HacnepcTeeHHas. MNonck myTtauuin B reHe GJC2, m.

7631GJC2 (Hereditary Lymphedema Type 1C, Gene GJC2, Mut.)

Jlnnognctpodus cemenHasa yactmyHas. lMouck mytaumi B
«ropsaumx ydactkax» reHa LMNA, «ropsay.» yy. m. (Familial Partial

7834LMNA Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)

7144

JInnoanctpodumsa BpoxaeHHasa reHepanusoBaHHas. Monck
myTaumun B reHe BSCL2, m. (Congenital Generalized
Lipodystrophy, CGL, Type 1, Gene BSCL2, Mut.)

Jlnnoguctpoduma cemenHas yactnyHas. Nouck Mmytauum reHa

7835LMNA LMNA, m. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

MangnbynoakpanbHas gucnnasws ¢ nunoguctpoduen. Mounck
MyTauun B ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral

7720LMNA Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

MeBanoHoBas aumaypus. MNouck mytaumi B reHe MVK, m.

7605MVK (Mevalonic Aciduria, Gene MVK, Mut.)

7908DIA1

7836DIA1

7145

7146

MeTtremornobuHemuns, CYB5R3 m. (Methemoglobinemia, Gene
CYB5R3, Mut.)

MeTremornobuHemus, CYB5R3 y.m. (Methemoglobinemia, Gene
CYB5RS3, Freq. Mut.)

MeTunrnytakoHoBas aumaypwsi. MNMonck myTtaumn B reHe OPA3,
M. (3-Methylglutaconic Aciduria Type Ill, Gene OPA3, Mut.)
MukpodTansM nsonumpoBaHHbIi. MNMonck myTtauun B reHe GDF6,
M. (Microphthalmia Isolated 4, Gene GDF6, Mut.)

MukpodTanem ¢ katapakTon. [Nonck mytaunii B reHe CRYBA4,

7991CRYB m. (Microphthalmia with Cataract, Gene CRYBA4, Mut.)

7147

7767ITG

MuoknoHunyeckas auctoHus. Nonck mytaumn B reHe SGCE, m.
(Myoclonic Dystonia, Gene SGCE, Mut.)

MuonaTus BpoxageHHas. MNMonck mytaumn B reHe ITGA7, m.
(Congenital Muscular Dystrophy, CMD, Gene ITGA7, Mut.)
MwuonaTtusi ¢ aMcnponopLmert TUNOB MbILLIEYHbIX BOMOKOH. Mownck
myTauuin B reHe SEPN1, m. (Congenital Fiber Type

7722SEPN Disproportion, CFTD, Gene SEPN1, Mut.)

MuoToHnuyeckas auctpodums. Monck YacTbiX MyTauuii B reHe

7838DMPK DMPK, 4. m. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

MuoToHnuyeckas auctpodums. Monck YacTbiX MyTauuii B reHe

7837ZNF9IZNF9, 4. m. (Myotonic Dystrophy 2, Gene ZNF9, Freq. Mut.)

7148

7839DES

7149

7150

77911

MunoToHust TomceHa-Bekkepa. Nonck YacTbix MyTauuii B reHe
CLCN1, 4. m. (Myotonia Congenita, Gene CLCN1, Freq. Mut.)
MuocdmbpunnsapHasa AecMyH-3aBucMmas mvuonatus. Monck
myTauun B reHe DES, m. (Myofibrillar Myopathy, Gene DES,
Mut.)

MuodunbpunnapHasa muonaTtus. MNMonck mytaumn B reHe CRYAB,
M. (Myofibrillar Myopathy, Gene CRYAB, Mut.)
MwnodmbpunnsapHasa mmonaTtus, MYOT m. (Myofibrillar Myopathy,
Gene MYOT, Mut.)

MykoBucumnaos. MNownck Yacteix myTauun B reHe CFTR, 4. m.
(Cystic Fibrosis, Gene CFTR, Frea. Mut.)
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MbiweyHas aMcTpodusi BpoxXaeHHast MHTErpuH A7 HeraTuBHasl.
Mouck mytaumn B reHe ITGA7, m. (Congenital Muscular
Dystrophy with Integrin Alpha-7 Deficiency, Congenital Muscular
7606ITGA7 Dystrophy with ITGA7-Deficiency, Gene ITGA7, Mut.) 49900,00
MbiweYyHas aMcTpousi BpOXXaeHHast MEPO3UH-3aBUCKMAS.
Mounck myTauuin B «ropsaydmx» ydactkax reHa LAMA2, «ropsiy.»
y4d. M. (Merosin-Deficient Congenital Muscular Dystrophy, Gene
7152 LAMA2, Hot-Point Mut.) 34900,00
MeiweyHas guctpodusa BpoxxaeHHas. [Nonck MyTauun B reHe
FKRP, m. (Muscular Dystrophy-Dystroglycanopathy, Gene
7842FKRP FKRP, Mut.) 18890,00
MblweyHas guctpodusa BpoxaeHHasd. Nonck YyacTbix MyTauuin B
reHe FKRP, 4. M. (Muscular Dystrophy-Dystroglycanopathy,

7843FKRP Gene FKRP, Freq. Mut.) 10290,00
MeiweyHas guctpoduma OioweHHa/bekkepa. Mouck geneuun n
79720UCI gynnukaummn B reHe ancTpoduHa 8715,00

MbiweyHasn auctpodua AioweHHa-bekkepa. JlaioHusaumsa X-
xpomocomel y Aesodek (Duchenne Muscular Dystrophy, X-

7701XI Lyonization, Girls) 14165,00
MbiweyHas gucTpodmst NOSICHOKOHEYHOCTHast. Mounck YacTbix
7154 myTauun B reHax CAPN3, FKRP, ANO5, SGCA 14590,00

MbliweyHas ancTpodmrsa NossICHOKOHeYHocTHas. Mouck myTaumn B
reHe FKRP, m. (Muscular Dystrophy Limb-Girdle Type 2A, Gene
7844FKRP FKRP, Mut.) 18890,00
MeiweyHas oucTpodmsa NOSICHOKOHEYHOCTHas. Mouck myTauuin B
reHe SGCA, M. (Muscular Dystrophy Limb-Girdle Type 2A,
7157 Gene SGCA, Mut.) 27690,00
MbliweyHas ancTpodmsa NossICHOKOHeYHocTHas. Mouck myTaumn B
rene SGCB, M. (Muscular Dystrophy Limb-Girdle Type 2A,
7159 Gene SGCB, Mut.) 27690,00
MeiweyHas guctpodus, Tnn dykyama. MNonck mytaumm B reHe
FKTN, M. (Muscular Dystrophy Fukuyama-Type, Gene FKTN,
7934FKTN Mut.) 45420,00
MbiweyHasn anctpodua Smepun-Apendyca. Nomck myTaunii B
rene FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene
7163 FHL1, Mut.) 30300,00
MeiweyHasn auctpodusa Smepun-Apendyca. MNonck myTaunii B
reHe LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene
7999LMNA LMNA, Mut.) 37680,00

MbiweyHas auctpodua Smepun-Apendyca. Nonck myTaunii B
reHe amepuHa npu X-cuenneHHown copme, M. (Emery-Dreifuss
7935 Muscular Dystrophy, X-Linked Gene Emerine, Mut.) 16440,00
Hanunam MULIBRAY. Mownck myTtaumn B reHe TRIM37, m. (Muscle-
7936TRIM Liver-Brain-Eye, Gene TRIM37, Mut.) 12660,00
HapyweHusa getepmuHaumm nona. MNowvck mytauuii reHa SRY, M.
7903SRY (Disorders Sex Determination, Gene SRY, Mut.) 8880,00

HapyweHusa getepmmHaumm nona. AHanma Hanmuus reHa SRY,

7846SRYI m. (Disorders Sex Determination, Analysis Gene SRY, Mut.) 11730,00
HacnenctBeHHas MOTOpPHO-CEHCOPHas HeriponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun |. Monck mytaumn B reHe EGR2, m.

7938EGR (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.) 22490,00
HacnepcrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapwu-TyTta) Tun |. MNownck myTauuin B reHe GJB1, m.

7941GJB1 (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.) 14590,00
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HacnepcrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapu-Tyta) Tun I. MNonck mytaumn B reHe LITAF, m.
7939LITAF (Charcot-Marie-Tooth Disease Type 1B, Gene LITAF, Mut.)
HacnenctBeHHas MOTOpPHO-CEHCOPHas HerponaTtus (bonesHb
LWapko-Mapu-Tyta) Tun |. MNownck myTauuii B reHe PRPS1, m.
7942PRPS (Charcot-Marie-Tooth Disease Type 1B, Gene PRPS1, Mut.)
HacnepcrteeHHas MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapu-Tyta) Tun I. MNonck yacTbix MyTauun B reHax
SH3TC2, FIG4, FGD4 n GDAP1, 4. M. (Charcot-Marie-Tooth
7608GDAF Disease Type 1B, Gene GDAP1, Freq. Mut.)
HacnepcrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapu-Tyta) Tun |. MNownck myTauun B reHe YARS, m.
7943YARS (Charcot-Marie-Tooth Disease Type 1B, Gene YARS, Mut.)

HacnegcteBeHHas MOTOPHO-CEHCOpHas HerponaTus (60ﬂe3Hb

LWapko-Mapu-Tyta) Tun I. MNonck gynnukaumm Ha xpomocome 17

B obnactu rena PMP22, m. (Charcot-Marie-Tooth Disease Type
7937PMPI 1B, Duplication on Chromosome 17 Gene PMP22, Mut.)
HacnepncrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapwu-TyTta) Tun |. MNownck myTauuin B reHe PO, M.
7940P0  (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
HacnenctBeHHas MOTOpPHO-CEHCOPHAas HerponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun |. MNMonck myTtauun B reHe PMP22, m.
7918PMP2 (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

HacnenctBeHHas MOTOpPHO-CEHCOPHas HerponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun |. Nonck MyTauuin LibIraHCKOro
npoucxoxaeHuns B reHax NDRG1 n SH3TC2, u. m. (Charcot-
7609NDR Marie-Tooth Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)
HacnenctBeHHas MOTOpPHO-CEHCOPHAas HerponaTtus (bonesHb
LWapko-Mapu-TyTta) Tun |l. MNMownck myTtauuii B reHe DNM2, m.
7951DNM (Charcot-Marie-Tooth Disease Type 2A1, Gene DNM2, Mut.)
HacnepncrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapwu-Tyta) Tun Il. MNounck mytaunii B reHe FIG4, m.
7164 (Charcot-Marie-Tooth Disease Type 2A1, Gene FIG4, Mut.)

HacnepcrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapwu-TyTta) Tun |l. MNounck myTtauui B reHe GARS, m.
7904GARES (Charcot-Marie-Tooth Disease Type 2A1, Gene GARS, Mut.)

HacnepcrteeHHas MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapwu-Tyta) Tun |l. MNownck myTtauui B reHe GDAP, m.
7949GDAF (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
HacnenctBeHHas MOTOpPHO-CEHCOpHAas HerponaTtus (bonesHb
LWapko-Mapu-Tyta) Tun Il. Mounck mytauuii B reHe HSPB1, m.
(Charcot-Marie-Tooth Disease Type 2A1, Gene HSPB1, Freq.
7947HSPB Mut.)
HacnenctBeHHas MOTOpPHO-CEHCOpHas HerponaTtus (bonesHb
LWapko-Mapwu-Tyta) Tun Il. MNownck mytauuii B reHe LMNA, m.
7948LMNA (Charcot-Marie-Tooth Disease Type 2A1, Gene LMNA, Mut.)
HacnepcrteeHHass MOTOpPHO-CeHCopHas Heviponatus (6onesHb
LWapko-Mapu-Tyta) Tun Il. Monck mytauun B reHe MFN2, m.
7946MFN2 (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Mut.)
HacnenctBeHHas MOTOpPHO-CEHCOPHAas HerponaTtus (bonesHb

LWapko-Mapwu-Tyta) Tun Il. MNounck yacTbix myTauui B reHe MFN2,

4. M. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2,
7944MFN2 Freq. Mut.)
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HacnepnctBeHHas MOTOPHO-CEHCOpHas HenponaTtus (bonesHb

LWapko-Mapu-Tyta) Tun Il. Mownck mytauun B reHe NEFL, m.
7950NEFL (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

HacnepcTtBeHHas HellponaTtusi ¢ NOABEPKEHHOCTbIO Napanuyy

oT caaenexus. Nouck mytauuii B reHe PMP22, M. (Hereditary

Neuropathy with Liability to Pressure Palsies, HNPP, Gene
7902PMP PMP22, Mut.)

HacnepcTtBeHHasn HellponaTtusi ¢ NOABEPXKEHHOCTbLIO Napanuyy

OT caaBnexus. AHanma yucna konun reHa PMP22 (Hereditary

Neuropathy with Liability to Pressure Palsies, HNPP, Gene
7952PMP PMP22, Copy Number Variation)

HacnencTBeHHbIV aHIMOHEBPOTMYECKUI OTeK. [Mouck myTauni B

reHe C1NH, m. (Hereditary Angioedema Type |, Gene C1NH,
7725C1NH Mut.)

HesapalueHue poaHuykos. [Nonck mytauumm B reHe ALX4, m.
7847ALX4 (Parietal Foramina, PFM, Gene ALX4, Mut.)

HesapalueHne poaHuykoB. Nonck myTauuii B reHe MSX2, m.
7848MSX2 (Parietal Foramina, PFM, Gene MSX2, Mut.)

HenpoceHcopHasa HecuHapomarbHasi TYroyxoCTb, MOUCK 4acTbIX
7961GJB2I myTauun B reHe GJB2

HenpoceHcopHasa HecuHapomarbHasi TYroyxocTb, NOSHbIV
7963GJB2|aHann3 reHa GJB2

HelipoceHcopHas HecMHOpoMarnbHas TyroyxocTb. [lonck yacTtom
neneuun B nokyce reHa DFNB1, m. (Deafness Autosomal
7953DFNB Recessive 1, Frequent Deletions Locus Gene DFNB1, Mut.)
HentponeHus. Mouck mytaumn B reHe ELA2, m. (Neutropenia
Severe Congenital 1 Autosomal Dominant, SCN1, Gene ELA2,
7910ELA2 Mut.)
HedpoHodTns. Monck mytauun B reHe NPHP1, m.
7849NPHF (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)

HedpoTuyeckuin cuHgpom. Mouck mytaumii B reHe NPHS1, m.
7166 (Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

HedpoTuyeckuin cuHgpom. Mouck mytaumi B reHe NPHS2, m.
7167 (Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

Hopmokanuemuyeckun nepuogndeckuin napanud. MNMovck

MyTauuin B 3k3oHe 13 reHa SCN4A, m. (Normokalemic Periodic
7997SCN Paralysis, Exon 13 Gene SCN4A, Mut.)

OkynodapuHreansHas MbilleyHas anctpodus. Monck vyacTbix

myTaumnin B reHe RABPN1, 4. m. (Oculopharyngeal Muscular
7957RABP Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

OcTeoneTpos peueccuBHbIn (MpamopHasi 6ornesHb KocTewn).
Mouck YacTteix MyTaumn B reHe TCIRG1, 4. m. (Osteopetrosis
7958TCIR(Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)
OcTteoneTpo3 peLieccuBHbIN (MpaMmopHast 60ne3Hb KOCTen).
Mouck mytaumn B reHe TCIRG1, m. (Osteopetrosis Autosomal
7168 Recessive 1, OPTB1, Gene TCIRG1, Mut.)
MaxmnoHuxus spoxaeHHas. MNouck mytaumi B reHe KTR6B, m.
7876KTRG6| (Pachyonychia Congenita 2, PC2, Gene KTR6B, Mut.)
MepBnyHas runepTpodmyeckas octeoapTponaTms
(naxngepmonepwnoctos). MNonck mytaumnn B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive,
7727HPGL 1, Gene HPGD, Mut.)
MepBnyHas neroyHas rmnepTeHsms. MNMonck MyTauunii B reHe
BMPR2, m. (Primary Pulmonary Hypertension 1, PPH1, Gene
7728BMPF BMPR2, Mut.)
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Mepnoguyeckasn 6onesHb. MNonck myTtaunii B reHe MEFV, m.
7851MEFV (Familial Mediterranean Fever, FMF, Gene MEFV, Mut.)
Mepnopunyeckasn 6onesHb. MNonck yacTeix MyTauuii B reHe MEFV,
4. M. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq.
7012MElI Mut.)
MurmeHTHan gereHepaums cetyaTku. Monck MyTauuii B reHe
7853RP2 RP2, M. (Retinitis Pigmentosa, Gene RP2, Mut.)
MukHoam3aocToa. Mouck myTtaumii B reHe CTSK, M.
7176 (Pyknodysostosis, PKND, Gene CTSK, Mut.)
IMHeBMOTOpaKC NEPBUYHbIV CMOHTAHHbLIN. [TONCK MyTauui B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene
7998FLCN FLCN, Mut.)
MonuaakTunus. Mouck mytauuii B reHe SHH, M. (Polydactyly,
7636SHH Gene SHH, Mut.)
MonuaakTunus. MNouck mytauuii B reHe GLI3, m. (Polydactyly,
7730GLI3 Gene GLI3, Mut.)
MoyeyHasa agucnnasus. MNonck mytaumn B reHe UPK3A, M.
7178 (Renal Hypodysplasia, Aplasia 1, Gene UPK3A, Mut.)
MoyeyHas agucnnasung. Nonck myTauum B ak3oHax 10, 11, 13,
14, 15 rena RET, m. (Renal Hypodysplasia, Aplasia 1, Exons 10,
7179 11, 13, 14, 15 Gene RET, Mut.)
Mporepus XatunHcoHa-undgopaa. MNMounck mytauui B reHe
LMNA, m. (Hutchinson-Gilford Progeria Syndrome, Gene LMNA,
7180 Mut.)

MceBnoaxoHgponnasus. MNouck yacTtbix myTaumn B reHe COMP,
7860COMEF u. M. (Pseudoachondroplasia, Gene COMP, Freq. Mut.)

Mcesporunonapatmpeos. MNonck mytaumnn B reHe GNAS, m.
7181 (Pseudohypoparathyroidism, Type IA, Gene GNAS, Mut.)

MceBpokcaHToMa anactuyeckasi. lMonck myTaumn B reHe
7182 ABCCB6, m. (Pseudoxanthoma Elasticum, Gene ABCC6, Mut.)
MceBpokcaHToMa anactuyeckasi. Monck 4acTbix MyTaUmWi B reHe
ABCCSB, u. m. (Pseudoxanthoma Elasticum, Gene ABCCB6, Freq.
7183 Mut.)

Mcesponcesgorvnonapatmpeos. MNonck myTtauuin B reHe GNAS,
7184 M. (Pseudopseudohypoparathyroidism, Gene GNAS, Mut.)

Pabgomuonns (MmornobuHypus). MNMonck mytauun B reHe LPIN1,

M. (Myoglobinuria Acute Recurrent Autosomal Recessive, Gene
7759LPIN LPIN1, Mut.)

PetuHowwauc. MNownck mytauuin B reHe RS1, m. (Retinoschisis 1
7185 X-Linked Juvenile, RS1, Gene RS1, Mut.)

CewmenHas nepunoguyeckasn nuxopagka. lNovck mytauui B reHe

TNFRSFIA, M. (TNF-Receptor-Associated Periodic Syndrome,
7799TNFR TRAPS, Gene TNFRSFIA, Mut.)

CewmeiiHbIn remodaroumTapHbii IiMMdorncTmoumnTos. Mounck

myTaumn B reHe PRF1, m. (Familial Hemophagocytic
7916PRF Lymphohistiocytosis, Gene PRF1, Mut.)

CemelnHbIn remodaroymTapHein numdornctnoumntos. MNomck

myTauuin B reHe STX11, M. (Familial Hemophagocytic
7917STX Lymphohistiocytosis, Gene STX11, Mut.)

CemeiiHbIn remodaroumTapHbli IMMdorncTmoumnTos. Mounck

myTauuin B reHe STXBP2, m. (Familial Hemophagocytic
7915STXB Lymphohistiocytosis, Gene STXBP2, Mut.)

CemelnHbIn remodaroynTapHbein nuMmdornctnoumntos. MNomck

myTaumnin B reHe UNC13D, m. (Familial Hemophagocytic
7914UNC Lymphohistiocytosis, Gene UNC13D, Mut.)
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CemeiHbIn remodaroumTapHbii IMMdorncTmoumnTos. Mounck

yacTtbix myTaumi B reHe UNC13D, y. m. (Familial

Hemophagocytic Lymphobhistiocytosis, Gene UNC13D, Freq.
7914UNC1 Mut.)

CeMenHbIn MeynnsipHbIA pak WMTOBUAHON xernesbl. [Nonck

MyTauuni B a3k3oHax 5, 8 rena RET, m. (Familial Meddulary
7798RET Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CemenHbIn xonogoBow ayToBocnanutenbHbii cuHapom NLRP3

M. (Familial Cold Autoinflamatory Syndrome, FCAS, Gene
7797CIAS1NLRP3, Mut.)

CeHcopHas nonuHenponatusa, WNK1 m. (Hereditary Sensory
7857HSN2 and Autonomic Polyneuropathy, Gene WNK1, Mut.)

CeHcopHas nonuHenponatusa, NGF m. (Hereditary Sensory and
7858NGFE Autonomic Polyneuropathy, Gene NGF, Mut.)

Cwungpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic
7733CIAS1Cutaneous Articular, Gene NLRP3, Mut.)

Cwvnpgpom ESC (cuHagpom NonbamaHna-®aepa). MNMonck myTtauun B

reHe NR2E3, m. (Enhanced S-Cone Syndrome, Goldmann-
7870 Favre Syndrome, Gene NR2E3, Mut.)

Cwungpom TAR. MNownck myTauuin B reHe RBM8A, m.

(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome,
7186 Gene RBM8A, Mut.)

CwuHppom Aapckora-CkoTTa (haumoreHnTansHasi gucnnasus).

Mouck mytaumn B reHe FGD1, m. (Aarskog-Scott Syndrome,

Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene
7859FGD1 FGD1, Mut.)

CuHgpom AnbcTtpoma. Monck MyTaLmnii B «ropsymx» ydacTkax

reHa ALMS1, «ropsid.» yy. m. (Alstrom syndrome, Gene ALMSH1,
7187 Hot-Point Mut.)

CwvHgpom AHgepceHa. MNovck myTtauuii B reHe KCNJ2, m.
7861KCNJ (Andersen-Tawil Syndrome, Gene KCNJ2, Mut.)

Cwvngpom AHTnn-Bukenepa. MNMouck mytaumn B ak3oHe 9 reHa

FGFR2, M. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2,
7913FGFR Mut.)

CuHagpom Anepa (akpouedanocmHgaktnunms). Mouck yacTbix

myTaumnn B reHe FGFR2, u. m. (Apert Syndrome, AS, Gene
7862FGFR FGFR2, Freq. Mut.)

Cwungpom ApTa. MNMouck mytaumn B reHe PRPS1, m. (Art's
7863PRPS Syndrome, Gene PRPS1, Mut.)

CvHngpom baHasH-Pavnu-Pysanbbaka. Novck myTtauuii B reHe

PTEN, m. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN,
7796PTEN Mut.)

Cwvnpgpom Baprta. MNMownck myTauuin B reHe TAZ, M. (Barth
7864TAZ Syndrome, Gene TAZ, Mut.)

Cwunpgpom bepTa-Xora-Obtoba (BXA). MNonck myTauuii B reHe
7703FLCN FLCN, m. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)
Cwvngpom Brioxa-Cynbubeprepa (cemenHas dopma

HeaepxaHusa nurmeHTa). MNounck yacTbix MmyTauuii B reHe IKBKG,
4. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia
7188 Pigmenti, Gene IKBKG, Freq. Mut.)

CwuHpgpom BoysHa-KoHpagwn (BKC, uepebporenatopeHanbHbin

cuHgpom). MNownck myTtauun B reHe EMG1, m. (Bowen Conradi
7189 Syndrome, BCS, Gene EMG1, Mut.)

CwvHgpom BbeepHcTaga (CMHOPOM KypyaBblx Bosioc). [Nomck

myTauun B reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L,
7734BCS Mut.)
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CwvHppom BaapgeH6ypra. MNovck mytauuii B reHe PAX3, M.

7866PAX3 (Waardenburg Syndrome, WS, Gene PAX3, Mut.)

Cwvngpom BaapaeH6ypra-Laxa. Mounck mytaumn B rene EDNRB,

7867EDNF M. (Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

7190

Cwvnpgpom BaH gep Byga. MNMowuck mytaumn B rene IRF6, m. (Van
der Woude Syndrome, Gene IRF6, Mut.)
CwvHgpom BepHepa (nporepusi B3pocnbix). [onck mytauui B

7736RECC reHe RECQL2, M. (Werner Syndrome, Gene RECQL2, Mut.)

CwuHpgpom Buckotta-Ongpuya (CBO). Mouck mytaumin B reHe

7868WAS WAS, m. (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

CvHOpOM BPOXAEHHON LieHTpanbHon runoseHTunsiuum (CBLIN).
Mouck YacTteix MyTaumn B reHe PHOX2B, 4. m. (Congenital
Central Hypoventilation Syndrome, CCHS, Gene PHOX2B,

7785PHOX Freq. Mut.)

7192

7869GLI3

CwuHpgpom NepmaHcku-Iyanaka (AnbOMHN3M rnaso-KoXHbIV C
remMopparm4yeckum gmaTte3omM v nMrmeHTaumnein peTukyno-
3HAOTENManbHbIX KNEeTok). MNonck YyacTeix MyTauui B reHe HPS1,
4. M. (Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene
HPS1, Freq. Mut.)

CwuHpgpom [pelira (cemeliHbiv runeptenopuam). Mouck Mytaumn
B reHe GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)
Cwunpgpom Npucuennu. Mowvck myTauuii B reHe RAB27A, m.

7737RAB2 (Griscelli Syndrome, Gene RAB27A, Mut.)

Cwunpgpom [xekcoHa-Beiicca. Novck myTauuii B 3k3oHe 9 reHa
FGFR2 un ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss
Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1,

7738FGFR Mut.)

7194

7195

Cunpgpom XKybepa (CXK). AHanua uncna konuin reHa NPHP1
(Joubert Syndrome, Cerebelloparenchymal Disorder IV, CPD |V,
Classic Joubert Syndrome, Joubert Syndrome type A, Joubert-
Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1,
Mut.)

CwvHgpom KapneHTepa (akpouedanononMcMHaakTunmMs BToporo
Tuna). Mouck mytaumii B reHe RAB23, m. (Carpenter Syndrome,
Gene RAB23, Mut.)

CwvHppom kepaTuTa-uxtnosa-tyroyxoctu (KMO-cuHgpom). MNomck
myTauun B reHe GJB2, m. (Keratitis-lchthyosis-Deafness

7768GJB2 Syndrome, KID Syndrome, Gene GJB2, Mut.)

7198

Cwvngpom Knunnensa-®eninsa (CMHAPOM KOpOTKoW Lwen). Mouck
myTaumun B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6,
Mut.)

CwuHpgpom KokkenHa. Monck myTtaumn B rene ERCCB, m.

7739ERCC (Cockayne Syndrome, Gene ERCC6, Mut.)

7199

7202

Cwunpgpom Koctenno. Mouck mytauumii B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

Cwungpom KodduHa-JToypm (CKI). Mouck mytaumi B reHe
RPS6KA3, m. (Coffin-Lowry Syndrome, Gene RPSE6KA3, Mut.)
CvHgpom kpaHuodaumanbHon AUCMOPMOUN-TYroyxXoCTu-
yrnbHapHou aesunaumm kncten. Momck mytauuin B reHe PAX3, M.
(Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAXS,

7740PAX3 Mut.)

7010UGI

Cwungpom Kpurnepa-Hamspa (CKH, cemerinas xxentyxa). Mouck
myTaumnn B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene
UGT1, Mut.)
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CuHgpom KpysoHa ¢ YepHbIM akaHTo30M. [louck myTaumin B
ak3oHe 10 rena FGFR3, m. (Crouzon Syndrome with Acanthosis
7760FGFR Nigrican, CAN, Exon 10 Gene FGFRS3, Mut.) 8880,00

CwuHpgpom Kpy3oHa. MNonck myTauuin B 3k30Hax 7 1 9 reHa

7964FGFR FGFR2, m. (Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.) 12660,00
CwvHpgpom Jles, 0bycnoBneHHbIn eduumnTom
MUTOXOHApUWanbHoro komnnekca lll. MNonck mytauumn B reHe

7742BCS1 BCS1L, m. (Leigh Syndrome, Gene BCS1L, Mut.) 14990,00
Cwvngpom MogxnHa-PpuHca. MNMouck YyacTbix MyTaumm B reHe
MED12, 4. m. (Lujan-Fryns Syndrome, LFS, Gene MED12, Freq.
7203 Mut.) 6790,00
Cwungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome,
7794CIAS1MWS, Gene NLRP3, Mut.) 45420,00
CwvHgpom Makneoga. Monck mytaumn B reHe XK, m. (McLeod

7204 Syndrome, Gene XK, Mut.) 19500,00
CuHgpom MapdaHa. Novck MyTauuii B «ropsaumxy ydactkax
reHa FBN1, «ropsa4.» y4. m. (Marfan Syndrome, Gene FBN1, Hot-

7208 Point Mut.) 25950,00
Cwungpom MapdpaHa. MNMouck myTaumii 6e3 «ropsaumx» y4acTkoB
reHa FBN1, 6e3 «ropsa4.» y4. m. (Marfan Syndrome, Gene FBN1,

py6

py6

py6

py6
py6

py6

py6

7209 without Hot-Point Mut.) 159000,00 py6

CvHgpom MapdaHa. MNouvck mytauuii B reHe FBN1, m. (Marfan

7210 Syndrome, Gene FBN1, Mut.) 179000,00 py6

CwvHgpom MoyaT-BunbcoH. MNouck mytauuii B reHe ZEB2, m.
7743ZEB2 (Mowat-Wilson Syndrome, Gene ZEB2, Mut.) 56760,00

CvHgpom HekoMnakTHoro nesoro xenygoyka (HMJTXK, cnHapom
HM JDX, ry6uaTein muokapg). lMouck mytaumii B reHe TAZ, m.

7965TAZ (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.) 27690,00
Cwungpom HuimereH, NBN y.m. (Nijmegen Breakage Syndrome,

7872NBS1 NBS, Gene NBN, Freq. Mut.) 7930,00
CvHapoMm HorTen-HagkoneHHuka (octeoHuxoamcnnasms). Monck
myTauun B reHe LMX1B, M. (Nail-Patella Syndrome, NPS,

7213 Onychoosteodysplasia, Gene LMX1B, Mut.) 27780,00
Cwungpom Onuvua-Kaesemkma. MNouck YacTbix MyTaLumi B reHe
MED12, 4. m. (Opiz-Kaveggia Syndrome, OKS, Gene MED12,

7214 Freq. Mut.) 6790,00
Cwunpgpom Ocnepa-PaHato-Bebepa (HacneacTeeHHas
remopparuyeckas TeneaHrmaktasms). NMonck mytaumn B reHe

7215 ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.) 34080,00
Cwungpom MNannuctepa. Monck mytaumn B reHe TBX3, m.

7874TBX3 (Pallister W Syndrome, Gene TBX3, Mut.) 27780,00
Cwvngpom MNannuctepa-Xonna. MNovck myTtauuii B reHe GLI3, m.

7744GLI3 (Pallister-Hall Syndrome, Gene GLI3, Mut.) 67560,00
CvHapoMm nogkoneHHoro ntepurmyma. Novck Mmytauuii B reHe
IRF6, m. (Popliteal Pterygium Syndrome, PPS, Gene IRF6,

7217 Mut.) 34080,00
Cwunpgpom lNdanddepa. Mounck myTaumii B ak3oHax 7, 9 reHa
FGFR2 un ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons

7745FGFR 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.) 16440,00
CwvHgpom PetTa. MNownck mytaumn B reHe MECP2, M. (Retts

7218MEI Syndrome, Gene MECP2, Mut.) 14470,00
CvHAPOM pUrMAHOMO NO3BOHOYHMKA (CMHAPOM MepLua-
BonbTmana). Monck mytaumn B rene SEPN1, m. (Stiff-Man
Syndrome, SMS, Moersch-Woltmann Syndrome, Stiff-Trunk

7875SEPN Syndrome, Gene SEPN1, Mut.) 34900,00
Cwnnpgpom CeTtpe-YHoTseHa. MNMonck mytaumn B reHe TWIST1, m.

7219 (Saethre-Chotzen Syndrome, Gene TWIST1, Mut.) 16440.00
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Cwvnpgpom Cunbsepa. Mouck mytaumii B reHe BSCL2, m. (Silver
7220 Syndrome, Gene BSCL2, Mut.)

Cwungpom CumncoHa-Ionabu-bemens. Novck MyTauuii B reHe

GPC3, m. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1,
7221 Gene GPC3, Mut.)

Cwungpom Cmuta-Jlemnu-Onuua (CJI1OC). Mounck myTauuii B reHe
7877DHCF DHCR7, m. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)
Cwunpgpom Ctuknepa, tun . Monck mytaumn B reHe Col2A1, m.
7878Col2A (Stickler Syndrome, Type 1, Gene Col2A1, Mut.)
CvHapom TecTukynsapHow chemmHunsauunm (CTP, cuHapom
Moppwuca). Nownck mytaumn B reHe AR, m. (Testicular
7879AR  Feminization Syndrome, Gene AR, Mut.)
Cwvngpom Tpudepa-KonnuHsa-$paHyeckeTtn (MaHambyno-
daumanbHbIn ansocTos). Mouck mytaumii B reHe TCOF1, m.
(Treacher-Collins Syndrome, Franceschetti-Klein Syndrome,
Mandibulofacial Dysostosis without Limb Anomalies, Gene
7747TCOF TCOF1, Mut.)

CvHgpom yanuHeHHoro uHtepsana QT. MNouck myTauui B reHe
7222 CAV3, M. (Long QT Syndrome, LQTS, LQT, Gene CAV3, Mut.)

CvHgpom yanuHeHHoro uHtepsana QT. MNouck myTauuii B reHe

KCNJ2, M. (Long QT Syndrome, LQTS, LQT, Gene KCNJ2,
7968KCNJ Mut.)

CuHgpom yanuHeHHoro nHtepsana QT. lMonck myTaumn B reHe

SCN4B, m. (Long QT Syndrome, LQTS, LQT, Gene SCN4B,
7970SCN4 Mut.)

CwuHpgpom Yokepa-Bap6ypr (CYB). MNounck myTauuii B reHe FKRP,
7748FKRP m. (Walker-Warburg Syndrome, WWS, Gene FKRP, Mut.)
CuHgpom Xunnens-JinHaay (uepebpo-peTrHo-BucLEepanbHbIN
aHrmomarto3). MNMouck mytaumii B reHe VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
7984VHL Syndrome, Gene VHL, Mut.)
CuHagpom Xunnens-JlinHaay (Lepebpo-peTnHo-BucLEpanbHbIN
aHrnomatos). OnpegeneHune uncna konun reHa VHL, m. (Von
Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary
Cancer Syndrome, Gene VHL, Copy Number Variation Gene
7973VHL VHL, Mut.)
Cwnngpom Xonta-Opama (cMHgpom pyka-cepaue). Monck
myTauuin B reHe TBX5, m. (Holt-Oram Syndrome, Gene TBX5,
7880TBX5 Mut.)

Cwungpowm LBaxmaHa-Oanmonaa. MNouck mytaumii B reHe SBDS,
7223 M. (Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

Cwungpowm LBaxmaHa-OanmoHaa. MNonck yacTbix MyTaLuin B reHe

SBDS1, u. M. (Shwachman-Diamond Syndrome, Gene SBDS1,
7224 Freq. Mut.)

CwuHapom wunpokoro Bogonpoeoaa npeaasepusi SLC26A4 m.

(Large Vestibular Aqueduct Syndrome, LVAS, Gene SLC26A4,
7225 Mut.)

Cwvngpom 3nepca-Aanno, Tun VI. MNounck yacTbix MyTauui B reHe

PLOD, 4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD,
7911PLOD Freq. Mut.)

CwuHgpom 3Sckobapa. Mouck mytaumn B reHe CHRNG, m.
7750CHRN (Escobar Syndrome, Gene CHRNG, Mut.)

CwvHnonupaktunums. Monck mytauun B reHe HOXD13, m.
7751HOXEL (Synpolydactyly, Type 1, SPD1, Gene HOXD13, Mut.)
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CkanynonepoHearnbHasi MuonaTus. [onck myTaumi B reHe

7226 FHL1, m. (Scapuloperoneal Myopathy, SPM, Gene FHL1, Mut.) 33890,00 py6
CnunHanbHasa ammoTpodmsa ¢ napanuyom gnadparmel. Monck
myTaumnn B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA)

79941GHM with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.) 56760,00 py6
CnuHanbHasa ammotpodmsa tunsi |, 11, 111, 1V. MNounck myTauuii B
reHe SMN1, m. (Spinal Muscular Atrophy, SMA, Type I, 11, IlI, 1V,

77711 Gene SMN1) 8990,00 py6
CnuHanbHas amuotpodua tunel |, I, 11, IV. Onpegenexne
yncna konui reHa (Spinal Muscular Atrophy, SMA, Type |, 11, IlI,

7996AMU IV, Copy Number Variation) 6890,00 py6
CnuHanbHasa ammotpodmsa tunsi |, 11, 111, 1V. MNounck myTauuii B
reHe SMN1, M. (TONbKO NPV HaNM4YMM OgHON Konum reHa) (Spinal
Muscular Atrophy, SMA, Type |, I, Ill, IV, Gene SMN1, Mut.

7228 (Only Presence One Gene Copy) ) 30300,00 py6

CnunHanbHasa ammoTpodmsa PuHkens Nonck MyTauuii B reHe
VAPB, m (Spinal Muscular Atrophy, SMA, Late-Onset, Finkel
7789VAPB Type, Gene VAPB, Mut.) 19900,00 py6
CnunHanbHasa ammoTpodmnsa PuHkens. Mouck YyacTbix MyTaumm B
reHe VAPB, u. M. (Spinal Muscular Atrophy, SMA, Late-Onset,
7792VAPB Finkel Type, Gene VAPB, Freq. Mut.) 6790,00 py6

CnuHanbHasa ammoTpodums, X-cuenneHHas. lNMouck mytaummn B
«ropsumnx» yyactkax reHa UBA1, «ropsa4y.» yy. M. (Spinal

7229 Muscular Atrophy, SMA, X-Linked, Gene UBA1, Hot-Point Mut.) 6300,00 py6
CnuHanbHo-6ynsbapHas ammnoTtpodus KeHHeaum. Monck vacTbix
MmyTauui B reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular

7976ARI  Atrophy, Gene AR, Freq. Mut.) 4490,00 py6
CnunHouepebenngapHas atakcus. [lonck YyacTbix MyTauun B reHax
ATXN1, ATXN2, ATXN3, 4. m. (Spinocerebellar Ataxia, Genes

7977ATXI ATXN1, ATXN2, ATXN3, Freq. Mut.) 8990,00 py6

CnunHouepebenngapHas atakcus. [Nonck YacTbix MyTaLWi B reHe
7788ATXN ATXNY7, 4. m. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.) 8160,00 py6

CnuHouepebennsapHas atakcus. MNonck YacTblX MyTauuii B reHe
7787ATXN ATXNS, u. M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.) 8160,00 py6
CnoHrnodopmHas aHuedanonaTns ¢ HepPONCUXMYECKUMM
npossnexHuamun. Mounck mytaumii B reHe PRNP, M. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP,

7978PRNF Mut.) 16440,00 py6
CnoHannokocTanbHbI an3ocTos. Mouck mytaumi B reHe DLL3,
7230 M. (Spondylocostal Dysostosis, Gene DLL3, Mut.) 27780,00 py6

CnongnnoanudusapHasa gucnnasusa (C3M). Mouck mytaumn B
reHe Col2A1, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT,
7232 Gene Col2A1, Mut.) 109000,00 py6
CnoHngnnoanudusapHasa gucnnasua (C30). Mouck mytaumn B
rene TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda,
7979TRAP SEDT, Gene TRAPPC2, Mut.) 19500,00 py6
CynepakTtnBHOCTb dhocdopubosmnnupodocdat cuHTeTasbl.
Mownck myTauun B reHe PRPS1, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS

7980PRPS Superactivity, Gene PRPS1, Mut.) 27780,00 py6
TopcuoHHasa amctoHms, TOR1A m. (Torsion Dystonia, Gene
7233 TOR1A, Mut.) 17900,00 py6

TopcuroHHasa guctoHus. MNouck mytauuii B reHe GCH1, m.
7234 (Torsion Dystonia, Gene GCH1, Mut.) 19900,00 py6



TopcuoHHasa gucTtoHus. Mouck mytaunin B reHe PRRT2, m.

7235 (Torsion Dystonia, Gene PRRT2, Mut. ) 14850,00
TopcuroHHasa amctoHus. MNouck myTauuii B reHe SPR, M. (Torsion
7237 Dystonia, Gene SPR, Mut. ) 12350,00

TpuxopuHodanaHreansHbIn cuHApoM. [lonck MyTaumn B reHe
TRPS1, m. (Trichorhinophalangeal Syndrome, TRPS, Gene
7638TRPS TRPS1, Mut.) 37680,00
TpombouunToneHns BpoxaeHHas. Nonck mytauun B reHe MPL,
M. (Congenital Amegakaryocytic Thrombocytopenia, CAMT,

7238 Gene MPL, Mut.) 30300,00
®aTanbHasa cemenHas MHCOMHUS. MNonck myTauun B reHe PRNP,
7885PRNF m. (Fatal Familial Insomnia, FFI, Gene PRNP, Mut.) 16440,00
®eHunkeToHypus. MNonck mytauun B reHe PAH, m.

7888PAH (Phenylketonuria, PKU, Gene PAH, Mut.) 45420,00
®deHunkeToHypus. MNounck YacTbix MyTauuin B reHe PAH, 4. M.

77811 (Phenylketonuria, PKU, Gene PAH, Freq. Mut.) 19080,00

®nbpoamncnnasmsa occudmumpytoLas nporpeccupyoias. MNMomck
MyTauun B «ropsvmx» ydactkax reHa ACVR1, «ropsay.» y4. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-

7240 Point Mut.) 19500,00
®nbpoamncnnasmsa occudmumpyoLas nporpeccupyoias. MNMomck
MyTauun 6e3 «ropsa4dmx» ydactkoB reHa ACVR1, 6e3 «ropsd.»
yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene

7241 ACVR1, without Hot-Point Mut.) 27780,00
XoHapoaucnnasusa metadusapHas, Tun Mak-Kbtocuka. Monck
myTauun B reHe RMRP, M. (Metaphyseal Chondrodysplasia,

7786RMRF McKusick Type, Gene RMRP, Mut.) 8880,00
XoHapoauvcnnasusa TodeydHas KoHpagu-XioHepmana. Nonck
myTauuin B reHe EBP, m. (Chondrodysplasia Punctata, CDP,

7244 Conradi-Hunermann Syndrome, Gene EBP, Mut.) 19500,00
XoHapokanbuuHo3s. Mouck mytauuin B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD,

7245 Gene ANKH, Mut.) 45420,00
Xopes NeHTUHITOHa. Nounck YyacTeix MyTauui B reHe IT15, 4. m.

7815HDI  (Chorea Huntington, Gene IT15, Freq. Mut.) 4190,00
XopuoungansHasa guctpocums. MNMouck mytaumii B reHe PRPH2, m.

7639PRP (Choroidal Dystrophy, Gene PRPH2, Mut.) 14990,00
Xopowngepemus. Nonck mytauuin B reHe CHM, m.

7889CHM (Choroideremia, CHM, Gene CHM, Mut.) 56760,00

XpoHudeckas rpaHynemMaTto3Has 6onesHb. [Nouck myTaumi B
reHe CYBB, m. (Chronic Granulomatous Disease, CGD, Gene
7890CYBB CYBB, Mut.) 45420,00

X-cuenneHHas arammarnobynuHemus. Nonck MyTauun B reHe
7891BTK BTK, m. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.) 67560,00
X-cuenneHHbIr numdonponudepaTUBHbIN CUHAPOM (6one3Hb
OyHkaHa, cuHagpom Myptuneo), XIAP m. (X-Linked
7981BIRC<Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.) 30300,00
X-cuenneHHbI numdonponudepatnBHbIi cUHAPOM (60ne3Hb
OyHkaHa, cuHgpom MNyptuneo). Mouck mytaumm B reHe SH2D1A,
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene
7982SH2 SH2D1A, Mut.) 19500,00
X-cuenneHHbIN MOTOPHbLIN HUCTarMm. MNMouck myTaunii B reHe
FRMD7, m. (X-Linked Nystagmus congenital 1, NYS1 X-Linked,
7894FRML Gene FRMD7, Mut.) 45420,00

X-cuenneHHbIV TsHXenbli KOMOUHMPOBAHHbI UMMYHOAEMULNT.
Mouck mytaumn B reHe IL2RG, m. (X-Linked Severe Combined
7983IL2RC Immunodeficiency, Gene IL2RG, Mut.) 19500.00
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7247

LleHTpoHykneapHasa muonatus. Mouvck mytauunm B reHe DNM2,
M. (Centronuclear Myopathy, CNM, Gene DNM2, Mut.)

LleHTpoHykneapHasa muonaTus. lMNouck mytauuin B reHe MTM1, m.

7993MNO (Centronuclear Myopathy, CNM, Gene MTM1, Mut.)

LiepebpookynodaunockeneTHbln cuHapom. Norck mytauuii B
reHe ERCCB6, m. (Cerebrooculofacioskeletal Syndrome, COFS

7757ERCC Syndrome, Gene ERCC6, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [lonck MmyTauun B reHe EXT1, m.

7896EXT1 (Multiple Exostoses, Gene EXT1, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [lonck MyTauun B reHe EXT2, m.

7895EXT2 (Multiple Exostoses, Gene EXT2, Mut.)

7758NDP

7897EDA

OkccyoaTnBHasa BUTPEOXopeopeTuHansHasa anctpodus. MNownck
myTaumn B reHe NDP, m. (Familial Exudative Vitreoretinopathy,
FEVR, Gene NDP, Mut.)

SKTop,epmaanaﬂ aHrmgpoTtuyeckas gucnnasus. Moumck MyTaLWIFI

B reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA,
Mut.)

OkToAepmarnbHas rugpoTmdeckas gucnnasus. NMouck mytaumin B
rene GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6,

7883GJB6 Mut.)

7248

7249

AnudmsapHasa gucnnasus, MHoXecTBeHHas. MNMounck YyacTbix
myTauuin B reHe COMP, u. m. (Multiple Epiphysial Dysplasia,
MED, Gene COMP, Freq. Mut.)

OnudunsapHas gucnnasnsi, MHoXxecTBeHHas. [ovck myTauuii B
reHe SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene
SLC26A2, Mut.)

OpuTpoaepmua BpoXaAeHHan UxTnosHas (HebynnesHas). Mouck
myTaumnn B reHe ALOXES, m. (Nonbullous Congenital

7985ALOX Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

OpuTpogepmMunsa BPoXAeHHas nxtnosHas (HebynnesHas). Mounck
myTaumn B reHe LOX12B, m. (Nonbullous Congenital

7987L0OX1: Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

OpuTpoaepmusa BpoXaeHHan nxTnosHas (HebynnesHas). Mouck
myTaumnn B reHe TGM1, m. (Nonbullous Congenital Ichthyosiform

7986 TGM1 Erythroderma, NBCIE, Gene TGM1, Mut.)

OpuTpokepatogepmus. MNonck mytaumnn B reHe GJB3, m.

7901GJB3 (Erythrokeratodermia, Gene GJB3, Mut.)

OpuTpokepatogepmus. MNonck mytaumnn B reHe GJB4, m.

7899GJB4 (Erythrokeratodermia, Gene GJB4, Mut.)

7250

7900VHLI

7004MRI

7006A2I

7005B2I

OpuTpOUNTO3 peLeccuBHbIn (CemenHas HacneacTBeHHas
nonuuntemus). MNouck mytauui B reHe VHL, m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Mut.)

OpuTpoUNTO3 peLeccuBHbIn (CemenHas HacneacTBeHHas
nonuuntemus). MNouck yacTbix MyTauui B reHe VHL, 4. m.
(Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)
CeMenHbIn MegynnapHbIA pak LWMTOBUOHON Xene3bl (3K30HbI
10, 11, 13, 14, 15 reHa RET) (Familial Medullary Thyroid Cancer
(Exons 10, 11, 13, 14, 15 Gene RET))

CvHOPOM MHOXECTBEHHOW 3HAOKPUHHON Heonnasuu 2A tuna
(ak30HbI 10, 11 reHa RET) (Multiple Endocrine Neoplasia Type
2A (Exons 10, 11 Gene RET))

CvHOPOM MHOXECTBEHHOW 3HAOKPUHHON Heonnasuu 2B tuna
(ren RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))
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12660,00

16440,00

9360,00

26590,00

15990,00

10790,00

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6



7802CYI
7T779HFEI

7003UGI

BP3/5

BP3/20

BP2/5

BP2/20

BP/OOM

HBO1

HBO2

7060

7061

7040

AnpeHoreHuTanbHbin cuHapom (AlC). Mouck YacTbix MyTaumin B
rene CYP210HB, 9 u. M. (Congenital Adrenal Hyperplasia
(CAH), Gene CYP210HB, 9 Freq. Mut.)

HacnencrteeHHbIi remoxpomatos, | un (reH HFE)
(Hemochromatosis Type 1 (Gene HFE))

Cwnngpom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
UGT1A1))

23.1. OnpeaeneHne 6MONOrMHECKOro poacTBa B cembe:
oTuoBcTBa U matepuHcrtsa (Definition of Biological
Relationship: Paternity and Maternity)

CpoyHoe ycTaHoBneHue 61nonormyeckoro poacTea Ans 0O4HOro
13 pogutenew npu 6eccnopHom pogcTee gpyroro (3 ven.)
(Urgent Establishment of Biological Relationship for One Parent
at Indisputable Relationship of Another (3 Persons))
YcTaHoBneHne ruonornyeckoro poactea Ans O4HOro 13
poguTenen npu 6eccnopHoM poacTee gpyroro (3 ven.)
(Establishment of Biological Relationship for One Parent at
Indisputable Relationship of Another (3 Persons))

CpoyHoe ycTaHoBneHue 61nonormyeckoro poAcTea Ans 0O4HOro
13 poguTtenew npu otcytcTemm gpyroro (2 ven.) (Urgent
Establishment of Biological Relationship for One Parent in
Absence of Another (2 Persons))

YcTaHoBneHne 6ronornyeckoro poactea Ans O4HOro 13
poauTenewn npu oTcyTcTBum apyroro (2 4yen.) (Establishment of
Biological Relationship for One Parent in Absence of Another (2
Persons))

JlononHWTenbHLIN y4acTHUK uccnegoBaHus (pebeHok unn matb
unu oteu) (Additional research participant (child or mother or
father))

24.1. HacnepcrBeHHble 60n1e3HM o6meHa Belw,ecTs y
HOBOPOXAEHHDbIX/CKpnHUHT «MaTtouka» (Hereditary Metabolic
Disorders in Newborns. Newborn Screening "HEEL")

CKpuHUHT HoBOopOXaeHHbIX «[MTATOUYKA» (Newborn Screening
"HEEL")*

"a3oBas xpomaTtorpacusi obpasLoB Mo4M (opraHnyeckne
aunaypwum) (Gas Chromatography of Urine (Organic Aciduria))
OnpegeneHne akTUBHOCTM BUOTMHMAA3LI (HEAOCTATOYHOCTD
6uotuHmaasel) (Biotin-Dependent Carboxylases Activity
(Biotinidase Deficiency))

B3XKX-MC-MC opraHudeckunx kncnot (cykuuHunaueTtoH) (HPLC-
MS/MS Organic Acids (Succinylate))

Yactaa mytauus B reHe BTD (HegoctaTtovHOCTb BMOTUHMAA3bI)
(BTD (Biotinidase Deficiency) Gene, Freq. Mut.)

Yactasa mytauus B reHe GCDH (rnytapoBas aumgypus tvn 1)
(GCDH (Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut.

7041GCDt (Glutaric Aciduria, Type 1))

7042

7044

MonHein aHanns rena GCDH (rnytaposas aungypus tun 1)
(GCDH (Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria,
Type 1))

YacTble MyTauum (nenumHo3s, 6onesHb «C 3anaxoM KneHOoBOro
cupona mo4my, reHsl BCKDHA, BCKDHB) (BCKDHA and
BCKDHB Genes, Freq. Mut. (Maple Syrup Urine Disease,
MSUD))

10770,00
2620,00

3890,00

32060,00

24035,00

32060,00

17290,00

8390,00

7340,00

12315,00

6060,00

4925,00

7060,00

6060,00

52060,00

19900,00
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7046

7048

7052

7055

7056

7057

7058

9303KB

9853KB

9863KB

9873KB

9883KB

9893KB

YacTnuHbii aHanma reHa MUT (MeTunmanoHoBas aunaypust)
(MUT Gene, Freq. Mut. (Methylmalonic Aciduria, MMA))
Yactasa mytauus B reHe HADHA (HepgocTtaToyHOCTb
OnNuHHouUeno4veydHon 3-rugpokcuaunn-KoA-gervaporeHasbl)
(HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa
Dehydrogenase (LCHAD) Deficiency))

Yactasa mytauus B reHe ACADM (HegoCTaTOYHOCTb
cpeaHeLenoYye4Hon gernaporeHasel XXupHeix kncnot MCAD)
(ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA
Dehydrogenase (MCAD) Deficiency))

MonHein aHanna reHa OTC (He[oOCTaTOYHOCTb
opHuTUHTpaHckapbamunasel) (OTC Gene (Ornithine
Transcarbamylase (OTC) Deficiency))

Yactble myTaumm B reHe FAH (TuposuHemus tun 1) (FAH Gene,
Freq. Mut. (Tyrosinemia, Type 1))

MonHein aHanns rera FAH (tTuposnHemus tun 1) (FAH Gene
(Tyrosinemia, Type 1))

YacTnyHbii aHanu3 reHa ASS (untpynnuHemus) (ASS Gene,
Freq. Mut. (Citrullinemia))

25.1. BbicOKOTEXHO/IOTUUHbIe uccneaosaHua sogbl (High Tech
Investigations of Water)

Bopa: nonHas v komnnekcHas oueHka kavectsa (Water:
Complete and Comprehensive Quality Assessment)*

Bopa: cokpalleHHas oueHka kavectBa (Water: Abridged Quality
Assessment)*

Bopa: nogo3peHue Ha 3arpsisHeHne BbITOBBIMI OTXOA4aMU
(Water: Suspicion Household Waste Contamination)*

Bopa: nogospeHune Ha 3arpsa3HeHne NpoMbILLIEHHbIMA
otxogamu (Water: Suspicion Industrial Waste Contamination)*

Bopa: nogospeHue Ha 3arpsi3HeHue NpoaykTammn CropaHust u
Bbibpocamu ot aBTomaructpanen (Water: Suspicion Products of
Combustion and Emissions from Motorways Contamination)*
Bopa: nopospeHne Ha n3bbITOYHOE NPUMEHEHNE peareHToB Ans
Bogoounctku (Water: Suspicion Excessive Use of Chemicals for
Water Treatment)*

25.2. CKpMHUHroBble uccnegoBaHua Boapl (Screening
Investigations of Water)

Bopa: oueHka kadectsa no 30 napametpam (Water: Quality

1160C3OKB Assessment 30 Parameters)*

Bopa: oueHka kadectsa no 20 napametpam (Water: Quality

1161C3OKB Assessment 20 Parameters)*

Papgvonoruyeckue nccnegoBaHust Npo6 NUTLEBOMN BOAb! —
6a30BbIN TeCcT Ha obLyto ?- n ?-akTnBHOCTL (Radiological

1162C3KB Drinking Water Study — Basic Test ?- and ?-Activity)*

OnpeneneHne KOHUEHTpauuin Ans 4 paguoHyKnMoos

1164C3KB (Determination of Concentration 4 Radionuclides)*

OnpefeneHne KoOHUEHTpauuin Ans 6 pagnoHyKnMoos

1165C3KB (Determination of Concentration 6 Radionuclides)*

HMoY

9193KT

9833KT1

25.3. BbICOKOTEXHOIOrM4YHbIe uccnegosaHus nousbl (High Tech
Investigations of Soil)

Mpo6onoaroTtoska (HMOY)

MouBa: KOMNNEeKcHasa TOKCMKorormdeckas oueHka (Soil:
Comprehensive Toxicological Evaluation)*

Mo4Ba: KoMnnekcHasa arpoxummnyeckas oueHka (Soil:
Agrochemical Evaluation)*

26 1 Nna neteia [For children)

19900,00

6060,00

6060,00

48060,00
11060,00
63060,00

12060,00

18710,00
9010,00

8935,00

13515,00

10510,00

5430,00

7740,00

4610,00

6355,00
17030,00

23400,00

350,00
20445,00

9610,00

py6

py6

py6

py6
py6
py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6
py6

py6



AHanusbl ans getckoro caga v wkonbl (Testing for Kindergarten

OBC45 and School) 3150,00 py6
AHanusbl ans getckoro caga v wkonbl (Testing for Kindergarten

OBC45 (1€ and School) 3170,00 py6
OueHka MIMMYHHOro OTBeTa K AeTCkuM MHdekumam (Pediatric

OBbC47 Infections: Immune Response) 6835,00 pyb6
3poposblii pebeHok: anst geten ot 0 go 14 net (Healthy Child:

OBC89  for Children from 0 to 14 Years) 1280,00 py6

26.2. OAnA KeHwwmH (For women)

Mporpamma CKpyHUWHra paka Lwenku MmaTtkm — onpegenexve OHK
BMY n untonornyeckoe nccnegoBaHne cockodba LLenkn MaTkm n
2019 LiepBMKarnbHOro KaHana MeTo4oM XWUAKOCTHOW LMTonornm® 2145,00 py6
OBCY95  VIP-obcnenoBaHune ans xeHwwH (VIP-Survey for Women) 27145,00 py6
YKeHcKkui ropMoHanbHbIN Npodunb: ANCHYHKLNSA SUYHUKOB,
HapyLeHns meHcTpyanbHoro umkna (Female Hormonal Profile:
OBC80 Ovarian Dysfunction, Menstrual Irregularities) 6805,00 py6

OBC70 OHkopuck xxeHckuin: Wwenka matkn (Women's Oncorisk: Cervix ) 2765,00 py6
Mpobnembl HeBbIHALLUMBAHWA: ayTOMMMYHHbIN NPOdUnb

OBC81 (Miscarriage: Autoimmune Profile) 6585,00 py6
OueHka aHgporeHHoro ctaTtyca (Assessment of Androgen
OBC82 Status) 2740,00 py6

MnaHupoBaHWe 6epeMeHHOCTU: AnarHoCTMKa yporeHUTanbHbIX
nHdpekuunin (Pregnancy Planning: Diagnosis of Urogenital Tract
OBbC88 Infection (UTI)) 3885,00 py6
Xouy cTaTb MamoW: KOMMNIEKCHoe obcnegoBaHme npu
nnaHnpoBaHun 6epemeHHocTn (Want to Become a Mother:

OBC83 Pregnancy Planning, Comprehensive Survey) 13895,00 py6

OBC84  TORCH-uHdpekunm (ToRCH-Infections) 5960,00 py6
BepemeHHocTb: | TpumecTp (1-13 Hegenun) (Pregnancy: First

OBC85  Trimester (1-13 Weeks) ) 12430,00 py6
BepemeHHocTs: |l TpumecTp (14-28 Hepenn) (Pregnancy:

OBC86  Second Trimester (14-28 Weeks)) 1040,00 py6
BepemerHocTb: Il TpumecTp (ot 29-30 Hegenb) (Pregnancy:

OBC87  Third Trimester (29-30 Weeks) ) 7395,00 py6

OBC121 TlogroTtoBka k 6epemeHHOCT: 6a30BbIN 13830,00 py6

OBC122 TMoaroToBka kK 6epeMeHHOCTM: OLleHKa BUTAMUHHOIO cTaTyca 6255,00 pyb

OBC123 TloagroToBka k 6epeMeHHOCTU: CKPbITbIN AeddULMUT Xenesa 2115,00 py6
26.3. Ana myKumH (For men)

OBC9%  VIP-obcnenosaHue ana myx4uH (VIP-Survey for Men) 25560,00 py6

26.4. ExxerogHble npodunaktuueckue obcnegosaHua (Annual
preventive examinations)
ExerogHoe npodunaktnyeckoe obcnegosanue (nocne 40 ner)
OBC46  (Annual Check-Up after 40 Years of Age) 8675,00 py6
300poB Thl — 340pOBa CTpaHa: exerogHoe npodunakTuieckoe
obcneposanue (8o 40 net) (Healthy You - Healthy Country:

OBC79  Annual Check-Up up to 40 Years of Age) 7370,00 py6
Broxumunst KpoBu: paclumpeHHbI npodunb (Serum

OBC73 Biochemistry: Extended Profile) 6995,00 py6
Broxumusi KpoBu: MUHMMAanNbHbLIN Npocunb (Serum

OBC74 Biochemistry: Minimum) 4285,00 py6
26.5. CnopTtuBHble npodpunm (Sport Profiles)

CMNOPT1  Supersport Basosbliii 3930,00 pyb6

CMNOPT2 Supersport OnTumanbHbIn 9755,00 py6

CMNOPT3 Supersport MpoaBuHyTbIN 17295,00 py6

OBC115 CnoptcmeHbl, 6oanbungepsl 5125,00 py6



26.6. O6cnegoBaHue gomawwHero nepcoHana (Checkup of
household staff)

OBbC48 «Mos 3goposas HaHs» (My Healthy Nurse) 11480,00 py6
OBC48 (1€ «Mosi 3popoBas HsHsA» (My Healthy Nurse) 11490,00 py6

26.7. OueHKa p1UcKa pa3BuTUA 3a6oneBaHUA cepAeUHO-
cocyaumcroii cuctembl (Cardiovascular disease risk assessment)

MpocunakTka 3abonesaHun cepaua 1 cocynoB U UX
OBC51 ocnoxHeHun (Preventing Heart and Blood Vessel Diseases ) 4675,00 py6

OBC53  JlunnaHeii npodunb: pacwupenHbin (Lipid Profile: Extended )  4235,00 py6
OBC54  JlunngHeii npodunb: ckpuHmuHr (Lipid Profile: Screening) 1420,00 py6
26.8. inarHocTnKa aHTMdochonMnMaHoOro CMHAPOMa
(Diagnosis of antiphospholipid syndrome (APS))
AHTndocdonunmaHein cuHgpom (APC), nabopaTopHble
OBC55  kputepumn (Antiphospholipid Syndrome, APS) 4665,00 py6
26.9. IMarHOCTUKA COCTOAHUA KeNYy[04YHO-KMLLIEYHOro TPaKTa
(Diagnosis of gastrointestinal tract (Gl Tract))
[unarHoctuka Lennakmm: HenepeHocMocCTb berka 3nakos
OBC62  (rmoTeHa) (Coeliac Disease: Gluten Intolerance ) 7520,00 py6
FACTP "actponaHenb (GastroPanel) 5280,00 py6

26.10. OueHka ¢pyHKuun neueHu (Assessment of liver function)
O6cnepoBaHne neveHu: paclwmpeHHoe (Survey of Liver:
OBC56  Extended ) 5735,00 py6

OBC57 O6cnepoBaHve nedeHn: ckpuHuHr (Survey of Liver: Screening) 2000,00 py6
CKPWHWHT ayTOMMMYHHOTO nopaxkeHusi neveHmn (Autoimmune
OBC59 Liver Disease: Screening) 7805,00 py6

26.11. HeMHBa3MBHasA oueHKa pubpo3a neuenn (Non-invasive
Assessment of Liver Fibrosis)

1CTC CreatoCkpuH (SteatoScreen) 8210,00 py6
30T ®ubpoTecrT (FibroTest) 17430,00 py6
OM-P dubpoMakc (FibroMax) 19420,00 py6
OT-P ®ubpoTecrT (FibroTest) 15595,00 py6

26.12. OueHka ¢pyHKUMM noueK (Assessment of renal function)
O6cnepoBaHve noyek: paclwmpeHHoe (Survey of Kidneys:
OBC60  Extended ) 4010,00 py6

OBC61 O6cneposaHve nodek: ckpuHUHE (Survey of Kidneys: Screening) 1865,00 py6

26.13. NTocnutanbHble uccnepgosaHua (Hospital Examination)
lFocnuTanusaums B TepaneBTUYECKUiA CTaumoHap

OBC77 (Hospitalization in Therapeutic Hospital) 7045,00 py6
OBC78 JTabopaTopHbIf XMpypruyeckun npodunb 9610,00 pyb6
OBC106 JlabopaTopHbIi XMPYpruyeckuin Nnpoduse pacluMpeHHbI 12875,00 py6

26.14. finarHocTuKa 3aboneBaHuii coegUHUTENIHON TKaHKU
(Diagnosis of connective tissue diseases (disorders of
connective tissue))

Bonu B cyctaBax: paclumpeHHoe obcnegoBaHue (Joint Pain:

OBC63 Extended Survey) 10815,00 py6
ApTpuTbl Npy peBmaTnyeckux 3abonesaHusax (Rheumatic
OBC64 arthritises) 3205,00 py6

OBC64MO bonu B cyctaBax: ckpuHuHT (Arthralgia: screening test) 5095,00 py6



0OBC120
OBC125

OBC65
OBC66

OBC67

OBC71

OBC124

OBC75
OBC76

OBC90

OBC91

OBC92

OBC105

OBC93

OBCY%4
OBC107
OBC108

OBC116
OBC117

MC

OBC112

Moparpa 1385,00
PesmatoungHein aptput (Rheumatoid arthritis). 3300,00
26.15. inarHocTMKa caxapHoro anabera (Diagnosis of

diabetes)

KoHTponb gnabeta: pacwmpeHHbiv (Diabetes Control: Extended) 5820,00

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1075,00
OnabeTt: aytonmmyHHble mapkepsbl (Diabetes: Autoimmune
Markers) 4305,00

26.16. lMarHOCTUKA M KOHTPO/Ib TEPaANuM 0CTeonoposa

(Diagnosis and monitoring therapy for osteoporosis)

OwnarHoctuka octeonopo3sa (Diagnosis of Osteoporosis) 4475,00
OueHka MeTabonvama KOCTHOW TKaHW 1 pucka ocTeonopoasa:
pacwupeHHoe obcnenoBaHne (Metabolic bone and osteoporosis

risk evaluation: comprehensive examination). 6040,00
26.17. OueHKa pyHKLUM WUTOBUAHOMU XKenesbl (Assessment of

thyroid function)

LLintoBngHas xxenesa: pacumpeHHoe obeneposanme (Thyroid

Gland: Extended Survey) 3325,00
LnToBuaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 1935,00
26.18. UHPeKuumn, nepegaBaemblie NoNoBbIM NyTém (Sexually
transmitted infections (STI))

BWY, cndomnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C)  2860,00
WccnenosaHue komnnekcHoe «Cekc B 6onblloM ropoae: 6

nHcpekuni (aHanms kposu)» (Comprehensive Study «Sex in City:

6 Infections (Blood Test)») 5810,00
WccnepoBaHue komnnekcHoe «Cekc B 6onbLuom ropoge: 14

nHdekuU + masok Ha mukpodnopy» (Comprehensive Study

«Sex in City: 14 Infections + Smear on Flora») 7505,00

UccnepoBaHue kommnnekcHoe «Cekc B 6onbLuom ropoge: 12

nHdpekuni + KBM (yporeHutanbHbIi cockob)» (Comprehensive

Study «Sex in City: 12 Infections (Urogenital Scraping)») 4875,00
WccnenoBaHue komnnekcHoe «Cekc B 6onbLuom ropoge: 8

nHpekumn + masok Ha mukpodropy» (Comprehensive Study

«Sex in City: 8 Infections + Smear on Flora») 4740,00
26.19. NMpobnembl Beca (Weight Problems)

MpobGnemsbl Beca (nepBnyYHOE 06CneaoBaHne 300pPOBbA

nauneHToB c HapywweHusamu Beca) (Weight Problems: Primary

Survey) 5430,00
Mepen oneton: MMHumanbHoe obcnenosaHue (Survey Before

Diet: Minimum ) 2950,00
Mepen oueton: gononHutensHoe obcnepoBaHue (Survey Before

Diet: Additional ) 9590,00
MoaroToBka k Anete npocunb basosbil 3780,00
MogroTtoBka k AneTe npodunb PaclumpeHHbIn 10670,00

Komnnekc nccnegosaxuii "Mpobnembl Beca: meTabonuyeckuii
CUHAPOM (CKPUHMHIOBOE NEPBUYHOE BbIABIEHUE) "BknovaeT
nabopaTopHble UcCrneaoBaHUs: TPUrNMLEpPUabl, XONecTepuH
obwwmin, xonectepuH JIMNBI, xonectepuH JIMNHIT, rnioko3a;
ycnyrm no pyHKLMOHanNbLHOM AMarHOCTUKE N aHTPONOMETPUN:
n3MepeHne apTepuarnbHOro aBneHusl, UaMepeHne OKpPY>XKHOCTU
Tanum (Weight Problems: Metabolic Syndrome (Primary

Identification, creening) 1745,00
26.20. Auertbl (Diets)
BeretapuaHupbl 5060,00
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OBC113
OBC114

OBCY97

OBC98
OBC99
OBC100
OBC101

OBC68

OBC118

OBC119

VEN

KA

VENOUT
CoLv

SEROUT

1MC

1B-T'MH

1B-B3

2B-B3

3B-b3

1B-CINH

748

749

747

USBF

MuTaHne, UcknovaoLwee KpacHoOe MSICO
BenkoBas gueTta

26.21. 3a6oneBaHuA BepPXHUX AbiXxaTeNbHbIX nyTeii (Upper
respiratory tract infection (URI))

OP3, OPBW (Hacmopk, kawenb, 6onb B ropne) (Acute
Respiratory Infections, ARI: Runny Nose, Cough, Sore Throat)
26.22. Anneprusa (Allergy)

Anneprvs Ha XMBOTHBIX, NbiNb, NrieceHb (Allergy to Animals,
Dust, Mold)

Anneprusa Ha nuwesble npoaykTbl (Food Allergy)

Anneprusa Ha nneceHb (Mold Allergy)

Anneprus Ha pacteHus (Plant Allergy )

26.23. Fematonornueckue uccnegosarusa (Hematological
Examination)

OwnarHoctuka aHemuin (Diagnosis of Anemia)

26.24. Kpacora Koxu, Bonoc u HorTeli (Beauty of skin, hair and
nails)

KpacoTta 3gopoBoi koxu (Healthy skin beauty)

CwvnbHble Bonockl, kpenkue HorTu, 6bapxaTtHas koxa (Strong hair
and nails, velvet skin)

27.1. NpouepypHble ycayru (Procedural services)

B3aTne BeHo3HoW kpoBu (venous blood sampling)

B3sATne kanunnspHomn KpoBM (MMEIOTCSt OrPaHNYEHNS MO B3ATUIO
KanunnsapHON KPOBW; YTOYHANTE Y aAMUHUCTpaTopa
mMeauuuHckoro ocmca) (capillary blood sampling)

B3aTne kposun 6e3 nocnepytouero nccnegosanus (Blood
sampling without further examinations)**

Mpo6onoaroTtoska (COLV)

MonyyeHne cbiBOPOTKM Be3 NocrneayoLLero nccnegoBaHus
(Blood serum derivation without further examinations)**
Mpouenypa B3sTNS BriomaTepmana Ha aHTepobuos (Biomaterial
sampling for the enterobiasis test)

B3sTue untonoruyeckoro matepuana, matepuana ansa NupP
OnarHocTuk1, Mukpoburonormudeckux nccnegosaHui (Cytological
material sampling, PCR diagnosis material sampling,
microbiology test material sampling)

B3aTtue cockoba bykkanbHoro anutenus (Buccal epithelium
sampling)

B3aTtue cockoba BykkanbHOro anutenua y asyx Yenosek (Buccal
epithelium sampling, 2 persons)

B3aTtue cockoba BykkanbHOro anutenus y Tpex vyenosek (Buccal
epithelium sampling, 3 persons)

B3aTue cnionbl ans MNMUP amnarHoctukm (Saliva sampling for
PCR)

M3mepeHne aptepmanbHoro gaenexusi (Blood pressure
measurement)

MamepeHune pocta (aHTponomeTpus) (Height measurement
(anthropometry))

MamepeHune Beca (aHTponomeTpus) (Weight measurement
(anthropometry))

27.3. Ycayru no nonyyeHuio pesynbrata obcnegosaHua
(Obtaining of examination results)

3anuck pe3ynbTaToB UCCNEA0BaHWIN Ha SMEKTPOHHbIN HOCUTENb -
USB Flash Drive (Recording test findings on electronic media)

1480,00
5430,00

9365,00

10135,00
13610,00
3405,00
9220,00

5610,00

3510,00

4420,00

250,00

290,00

490,00
80,00

690,00

110,00

450,00
110,00
220,00
320,00
60,00
0,00
90,00

90,00

350,00
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ENG

Bblgaya pe3ynbTaToB Ha aHrIMNCKOM si3blke (NepeBoa
pe3ynbTaToB Ha aHrmMUNCKUA s3bik).*(Provision of test findings in
English (translation of test findings in English)).*

Hosble nccnepgosanmsa

TACTP978 NacTponaHens + acTpuH 17 CTUMyNMPOBaHHbIN

446-11P

446-[1PM

446-0P®

468-0P

473-0P

473-0PM

473-AP®

474-P

474-0P®
475-0P

477-0P

477-0P®

472-0P

472-0P®

441-IP

441-0P®

459-1P

464-11P

464-0P®

MoceB Ha Mukpodhnopy 1 onpeaeneHne YyBCTBUTENBHOCTY K
pacLUMPEHHOMY CNEKTPY aHTUMMUKPOGHBIX MpenapaTos

MoceB oTAensieMoro NoOMoBbLIX OPraHoOB Ha MUKPOIopy,
onpeaerneHne YyBCTBUTENMbHOCTM K pacLLUMPEHHOMY CNeKTpy
AHTUMUKPOOHbIX NpenapaToB U aHTUMUKOTUYECKUM NpenapaTamM
MoceB oTAensemMoro NonoBbLIX OPraHoB Ha MUKpodropy,
onpegerneHne 4yBCTBUTENMBHOCTU K aHTUMUKPOGHBIM,
aHTUMUKOTUYECKUM NpenapaTam n 6aktepuodaram

Moces Ha 3onotucTein ctadunokokk MP3C (S.aureus, MRSA) un
onpeaerneHne YyBCTBUTENbHOCTM K PacLLUMPEHHOMY CNeKTpy
aHTUMUKPOOHbIX NpenapaToB

MoceB Ha MuKkpodniopy 1 onpeaeneHve YyBCTBUTENBHOCTY K
pacLUMpPEeHHOMY CMEKTPY aHTUMMUKPOOGHBIX NpenapaToB

MoceB oTaensemoro 13 yxa Ha MMKpodiopy 1 onpeaeneHve
YYBCTBUTENLHOCTM K aHTUMUKPOOHBLIM Npenapatam
(paclmMpeHHbIN CNeKTP) 1 aHTUMUKOTUYECKUM NpenapaTtam
MoceB oTaensiemMoro U3 yxa Ha MUMKpoddriopy 1 onpeaeneHue
YYBCTBUTENBLHOCTU K aHTUMUKPOOHBIM, aHTUMUKOTUYECKUM
npenapartam u 6aktepuocparam

MoceB Ha MuKkpodiopy 1 onpeaeneHve YyBCTBUTENBHOCTY K
pacLUMpEHHOMY CMEKTPY aHTUMUKPOGHLIX NpenapaToB

MoceB Ha Mukpodnopy u onpegeneHne YyBCTBUTENbHOCTU K
AHTUMWUKPOOHBLIM, aHTVMUKOTUYECKMM Npenapartam u
GakTtepuodparam

MoceB Ha MUKpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTY K
pacLUMpeHHOMY CMEKTPY aHTUMMUKPOOHBIX NpenapaToB

MoceB Ha MUKpodnopy 1 onpeaeneHne YyBCTBUTENBHOCTY K
pacLUMpeHHOMY CMEKTPY aHTUMMKPOGHBIX NpenapaToB

MoceB Ha MUKPONOPY U onpeaeneHne YyBCTBUTENBHOCTU K
AHTUMUKPOBHBLIM, aHTVUMUKOTUYECKMM Npenapartam u
bakrepuodaram

MoceB Ha MuKkpodiopy € onpeaeneHnemM YyBCTBUTENbHOCTU K
pacLUMpPEHHOMY CMEKTPY aHTUMMUKPOOHLIX NpenapaToB U1
MWKpOCKOMNVen Maska

MoceB Ha MUKPONOPY U oNpeaeneHne YyBCTBUTENBHOCTU K
AHTUMUKPOBHBLIM, aHTVUMUKOTUYECKMM Npenapartam u
bakrepuodaram

MoceB Moun Ha MuKpodiopy 1 onpeaeneHve
YYBCTBUTENLHOCTM K PACLUMPEHHOMY CNEKTPY aHTUMUKPOBHBLIX
npenapaTos

MoceB Mo4n Ha MUKpodopy 1 onpeaeneHve
YYBCTBUTENLHOCTM K ONpeAerieHne YyBCTBUTENbHOCTH K
AHTUMWUKPOOBHBLIM, aHTVUMUKOTMYECKMM Npenapartam u
GakTtepuodparam

MoceB Ha 30N0TUCTbLIN CTadUMOKOKK (S. aureus) n onpegenexHne
YYBCTBUTENLHOCTM K PacLUMPEHHOMY CNEKTPY aHTUMMKPOBHbIX
npenapaTos

MoceB Ha MuKkpodiopy 1 onpeaeneHve YyBCTBUTENBHOCTY K
pacLUMpPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB

MoceB Ha Mukpodnopy u onpeaeneHne YyBCTBUTENbHOCTU K
AHTUMWKPOOBHBLIM, aHTVUMUKOTUYECKMM Npenapartam u
GakTtepuodparam
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465-0P

465-AP®

467-0P

467-AP®

Moces Ha MyKpodnopy 1 onpegeneHme YyBCTBUTENBHOCTM K
pacLUMPEHHOMY CNEKTPY aHTUMUKPOBHLIX NpenapaToB
MoceB Ha MUKpOMopy 1 onpefeneHne YyBCTBUTENBHOCTU K
aHTUMMKPOBHBLIM, aHTUMUKOTUYECKMM NpenapaTam u
GakTtepuodparam

MoceB Ha MyKpodiopy 1 onpeaeneHme YyBCTBUTENBHOCTM K
pacLUMPEHHOMY CNEKTPY aHTUMUKPOBHLIX NpenapaToB
MoceB Ha MUKpOMropy 1 onpeaeneHne YyBCTBUTENBHOCTM K
aHTUMMUKPOOHBIM, aHTUMUKOTUYECKMM NpenapaTam U
bakrepuodaram

MoceB oTaensiemMoro U3 yxa Ha MUMKpoddriopy 1 onpeaeneHve
YYBCTBUTENLHOCTW K aHTVUMUKPOOHBIM Y @HTUMUKOTUYECKUM
npenapatam (Ear Culture, Routine. Aerobic Bacteria and Fungi

473K4YA-Al Identification. Antibiotic and Antimycotic Susceptibility testing)

3388

473-oM

3152

3252

3153

3253

bakPe3ucTa. BeiSiBNeHne reHoB pe3ncTEHTHOCTM K
rMMKONenTUAHbLIM U 6eTa-nakTaMHbIM aHTUOMOTUKaM y BakTepuii
meTogowm [MLP

Moces oTaensemoro 13 yxa Ha MMKpodiopy 1 onpeaeneHve
YYBCTBUTENBLHOCTU K aHTUMUKPOOHBIM, aHTUMUKOTUYECKUM
npenapatam u 6akrtepunodbaram (Ear Culture, Routine. Aerobic
Bacteria and Fungi Identification. Antibiotic, Antimycotic and
Bacteriophage Susceptibility testing)

AHOpodrop, nccnegoBaHue MUKPOMOPbI YPOreHTanbHoro
TpakTa MyXX41H B 3aKynaTe

AHapodnop CkpuH, uccriegosaHve MMkpodnopsl
YPOreHMTanbHOro TpakTa My>KYuH B 38KynsaTe

AHOpodrop, nccnegoBaHue MUKPOMOPbI YPOreHTanbHoro
TpakTa MyXX4MH B CeKpeTe npeacTaTenbHOM xenesbl
AHapodnop CKpuH, uccriegosaHve MMkpodnopsl
YpPOreHMTanbHoro Tpakta My>4uH B cekpeTe npeacTaTenbHom
xenesbl

MoceB Moun Ha MuKkpodnopy, onpeaeneHne YyBCTBUTENbHOCTH

K441YYA-/ Kk aHTUMWKPOBHBIM NpenapaTam

Moces oTaensieMoro NOMOBbLIX OPraHoOB Ha MVIKpO(*)ﬂOpy,
onpegeneHune 4yBCTBUTENIbHOCTU K aHTVIMVIKpOGHbIM n

446-AM  aHTUMWKOTUYECKUM MNpenapaTam
MoceB 0TAENAEMOro NOMOBbLIX OPraHOB HAa MUKPOMIopY,
onpegeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM
npenapatam, aHTUMWKOTUYECKUM NpenapaTtam u

446-®M  bGaktepuodaram

1700 MpokanbLMTOHUH

1593 KenyHeble KMCroThbl B CTyne

MOI-bX MOrI-bX

MOI-AHENMOTI'-AHEMUA
Onpepgenexve nona nnoga. BeisBneHne Y-xpoMocombl nroaa B
kpoBu matepu (Y-chromosome of the fetus in the mother's

3316 blood)

Bupyc rpunna A/B, kadectBeHHoe onpeaeneHue PHK (Influenza

3317 virus A/B, quality, RNA)

1376 MwuToTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma)
MaHenb aHTUdochonunuaHelx aHTuTen, IgG, IgM metogom goT-
MMMYHOaHarnm3, Ka4eCTBEHHbI TECT B CbIBOPOTKE kpoBwu (Anti-

1378 Phospholipid Antibodies Panel)

PaspenbHoe onpenenenne TokcnHa A u TokcmHa B Clostridium
difficile B kane, aHTurenHbI Tect (Toxin A and B Clostridium

486/479 difficile. One step rapid immunochromotographic assay)
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Bupyc renatuta C: reHoTunmMpoBaHue no reHotunam 1-6 (BI'C,

1688 onpepenexue reHotunos 1-6, HCV Genotyping) 2720,00 py6

MOT-AKLIC Mpoduns MOI-AKL01 3500,00 py6
AHTUTENa k kopoHasupycy SARS-CoV-2 (HykrneokancugHomy

1637 6enky), I9G, 3660TT 755,00 py6

1645 MenaToHuH 2930,00 py6
AHTUTENa k kopoHaeupycy SARS-CoV-2, IgM (anti-SARS-CoV-

1641 2, IgM) 990,00 pyo

1641/37  AHTuTena k kopoHaBupycy SARS CoV-2, IgG+IgM 1390,00 py6

MOTI-MUK TMpodunb MOI-MUK 4520,00 py6

MoceB oTAensemMoro BepxHux AblxaTernbHbIX NyTen Ha
MUKporiopy 1 onpegeneHne YyBCTBUTENbHOCTU K
K467-A  aHTUMMKPOOGHbIM Npenapatam 1500,00 py6
Moces Ha dropy 1 Ha pa3nunyHble BUAbLI rpnboB poga Candida n
Cryptococcus ¢ onpegeneHnem YyBCTBUTENLHOCTM K
KK467/442 aHTUMMKPOBHBIM Y aHTUMUKOTUYECKUM 1400,00 py6

Moces Ha dropy 1 Ha pa3nunyHble BUAbLI rpnboB poga Candida n
Cryptococcus ¢ onpegeneHvem YyBCTBUTENLHOCTM K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTtoB u

KK467P/44 aHTUMMKOTUYECKUM NpenapaTtam 1900,00 py6
MonekynsipHo-reHeTu4eckasi AuarHocTuka paka

7650 npeacratenbHON xenesbl 6110,00 py6

1634 MnaueHTapHbIn dakTop pocTa (Placental growth factor, PIGF)  4310,00 py6
®akTop IX, akTmBHOCTb % (dhakTop Kpnctmaca,

1410 aHTUremodunbHbIn daktop «Bx») 1525,00 py6

1412 AHTUK-Xa, akTMBHOCTb % 1910,00 py6

1413 dakTop BoH BunnebpaHnaa, aHTureH % 2300,00 pyb
Kny6oukoBas dunetpauus (pCKP negnatp., dopmyna Lsapua

1646 2009) 335,00 py6

1647 ST2 pacteopumebin (soluble ST2, sST2) 3440,00 py6

1603 Butamux 1,25-gurnapokcn D3 3605,00 py6
MeTaHedpuHbI hpakLMOHNPOBaHHbLIE CBODOAHbIE, CYyTOYHAS

918 Mo4a 2185,00 py6

1771 MeTabonutbl 3CTPOreHOB 1 NPOrecTepoHa, CyTouHasi Moya 7910,00 py6
MeTaHeprHbI hpakLMOHNPOBaAHHbIE

1674 (cBOGOAHBLIE+KOHBIOMPOBAHHbIE), Pa3oBas Moya 2110,00 py6

1633 3OBeponmmyc 3770,00 py6
PHK/OHK Bo36yauTtenen nHdpekumi, nepeaaroLmuxcs

1227M MKCOO0BbIMU KneLwiamMmm 4075,00 pyb6

JlabopaTopHoe uccnenoBanue knewa ans seissneHms OHK
B03byauTens 6oppenunosa (6onesnun Navma) (Detection of

270, pathogen DNA in ticks: Borrelia burgdorferi s. |.) 1880,00 py6
MyTaummn nekapcrteeHHow peancteHTHocTM NS3, NS5A n NS5B
pervuoHoB reHoma Bupyca renatuta C

7644-G-1 (gns reHoTtunos 1a, 1b) 11670,00 py6
MyTaummn nekapcrteeHHon pe3ncteHTHocTM NS3, NS5A n NS5B
pernoHoB reHoma Bupyca renatuta C

7644-G-3 (ong reHotuna 3) 11670,00 py6
4HOT NASH-FibroTest 20275,00 py6
6803E5 Cobaka, nepxoTb (€5) IgE, ImmunoCAP 870,00 py6
6804E1  Kowka, nepxoTb (e1) IgE, ImmunoCAP 795,00 py6

MmcToxmmmyeckoe okpawmBaHue GMONCMNHONO
579 AmarHoctTnyeckoro matepuana 3190,00 pyb6



Mpea- n nocteBakuuHanbHble aHTUTena. KOJIMHECTBEHHOE

onpegeneHve ypoBHSA aHTUTEN K cnarikoBomy (S) 6enky SARS-

CoV-2, IgG (Pre- and post-vaccination antibodies.

QUANTITATIVE determination of the antibodies level to the
1654 spike (S) protein SARS-CoV-2, IgG)

O03NHOPUIbHLIM HepoToKkeuH B cTyrne (Fecal Eosinophil
1594 derived Neurotoxin; EDN, stool)

XMMOTpUNCUH B CcTyne,akTnBHOCTb (Chymotrypsin activity in
1597 Stool)

CreaTokpuT cTyna (OnpeaeneHve cogepxaHus xupa B kane

1599 MeToAOoM KMcroTHoro cteatokputa; Fecal Fat; Acid Steatocrit)
OnekTpodopes nunonpoTenHos. TunuposaHune
1619 rmnepnMnuaeMmn
AHTUTEna knacca IgA kK npoTpoMOuHy, KonmyecTBeHHO (Anti-
1666 prothrombin, aPT, IgA, quantitative)

AHTUTena knacca IgG k npoTpombuHy, konnyectseHHo (Anti-
1667APTG prothrombin, aPT, IgG, quantitative)

AHTUTEna knacca IgM k npoTpombuHy, konuyecTeeHHO (Anti-
1668APTM prothrombin, aPT, IgM, quantitative)

AHTUTENAa, KONMYECTBEHHBIE, K cnarnkoBomy (S) 6enky SARS-

CoV-2, IgG (Anti-SARS-CoV-2, spike (S) protein, 1gG,
1659 quantitative)

Mapkepb! pycka npeaknamncum: sFit-1, PIGF, cooTHoweHue sFIt-

1649 1/PIGF

1596 3oHynuH dekanbHbI (Zonulin, stool; Fecal zonulin)

OBC154 Buoxumunsa kposu: 6a3oBbIn Npocunb

580 OLGA-system(6uoncuinHbiv (xkenyaok)
Mwukpockonuyeckoe nccnegoBaHne Moym nocre Maccaxa

1169 npegcTatenbHoOwm xenesbl

Mpsamor aHTUrNoGynNUHOBKIN TecT, nonucneundunyHbin (MAIT,

npsimas npoba Kymbca, Direct Antiglobulin Test, DAT, Direct
999 Coombs Test Polyspecific)

AHTUTEna k cnarkosomy (S) 6enky SARS-CoV-2, IgG,

konu4decTtBeHHo (Architect, Abbott, eq. nsmepenus BAU/mn), ¢

Bblayel cneumansHoro 6naHka pesynbtaTta 4ns Bble3XKatoLmx

1663 B N3paunb

1598 KsaHTudepoHoBbin TecT QuantiFeron-TB
66901 MaHenb annepreHoB «lMuweBbie 1»
669r12 Manenb annepreHoB «luweBble 2»

PAS KomnnekcHas ructoxmMmmyeckasi ouarHocTmka
3aboneBaHui BepxHux otaenos XKT (nuwesoaa, xenyaka, 12-
T1 nepctHon kuwwkm)(Complex morphological and histochemical
551 assessment of diseases upper digestive system)
Onpepenexuve akcnpeccun 6enka PD-L1 B TkaHn onyxonu
metogom UIMX ¢ ncnonbsosannem antuten Kk PD-L1 SP263
549 (Ventana).
Onpepenexuve akcnpeccun 6enka PD-L1 B TkaHW onyxonu
meTtoaom UIMX ¢ ncnonbsosaHmnem antuten k PD-L1 SP142
550 (Ventana).
Onpepenexue akcnpeccun 6enka PD-L1 B TkaHn onyxonu
metogom UIMX ¢ ncnonbsosannem aHtuten kK PD-L1 knoH 22C3
554PDL1 (Dako).
BoissneHne OHK Bordetella species ¢ guddepeHumnaumen
BuaoB Bordetella pertussis un Bordetella bronchiseptica B
3319 cockobe CnmM3ncTon poTorfmoTKN 1 HOCOMMOTKM
7653 Ananus mytaumn B rene BRAF (V600E) (MNLP, ka4)
7654 AHanu3 nepectpoek 1 xpomocomsl (FISH, konuy.)
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1652

OBC127
OBC128
OBC129
OBC130
OBC131
OBC155
OBC163

OBC172
CrKA1

CrKA2
1829
1830
OBC156
3032

3033

5/119

1600

1618

1620

1588

1215

1216

1217

1218

1219

1220

1221

1224

1225

1226

1228

1229

1669

AHTuTena k SARS-CoV-2 cnavikoBomy (S) 6enky, IgG
JInnnaHeIi Nnpodnnb He-HaTOLWakK pacLUMpeHHbI

JInnngHeIn Npodunb He-HaTOLWaK CKPUHUHT

Beranbl. Mpodunb "MuHnmaneHbin"

BeraHbl. MNpoduns "BasoBbin”

Beranbl. MNpodunb "PaclumpeHHbin”

Mpodhunb «ExerogHasa npodunakTuka»

O6cnenoBaHue nepepn BakuuHaumen npotus COVID-19
OwnarHoctuka noctkoBmnaHoro cuHapoma (Diagnosis of Post-
COVID-19 syndrome)

JTabopaTtopHasa guarHocTvka runepaaHoporeHeMmnm

OueHka ropmMoHanbHOro ctatyca npu HapyLeHum
MEHCTpyanbHOro umkna

BopopacTtBoprMble BUTAMUHbI

HenpoTponHbie BUTaMUHbI

ButamuH [ 1 MUHepaneHbIi 0OMeH

PaclumnpeHHoe ncenegoBaHme MUKPOMIopbl YporeHnTanbHoro
TpakTa

CKpWHMHroBOE UccrnegoBaHue MUKPOdIIOPbl YPOreHUTanbHOro
TpakTa

KnuHuyeckuii aHanma kpoBu: obLmn aHanma, nerikogopmyna (c
MUKPOCKOMNMEN Maska KpOBW NPY HamnmMyYmMm naToriormyeckmx
CcOBUroB)

OnpepeneHne 0CMOTUYECKON PE3UCTEHTHOCTU SPUTPOLUTOB
(Osmaotic fragility (OF) test, RBC)

OnekTpodopes remornobuHa (Hemoglobin Electrophoresis)

I"noko30-6-dhochaTaerngporeHasa apMTpoLUTOB, aKTUBHOCTb
(reed, Glucose-6-phosphate dehydrogenase, G6PD, activity)

AHTUTEna k numdoumntam, IgG (Anti-lymphocyte antibodies, IgG)
AHTUTENa K uuTonnasmartmyecknum aHtureHam SS-A (Ro) ((SS-A
(52xfa)/ SS-A (60 kfa), IgG (Anti —SS-A, IgG (Anti-SS-A-52
and anti-SS-A-60 autoantibodies))

AHTUTENa K uMTonnasmartmyeckomy aHTureHy SS-A (52kfa),
IgG (Anti-SS-A-52 autoantibodies, IgG)

AHTUUEHTpOoMepHble aHTuTena CENT-B, IgG (Anti-Centromere B
autoantibodies, 1gG)

AHTWTena K aKCTparnpyeMomy aaepHomy aHtureHy Sm, IgG
(Anti-Sm autoantibodies, IgG)

AHTUTENa K 3KCTparnpyembiM saepHbiM aHTureHa RNP/Sm, 1gG
(Anti-RNP/Sm autoantibodies, IgG)

AHTUTEna k ructoHam (Histone), IgG (Anti-Histone
autoantibodies, 1gG)

AHTUTENa k mutoxoHapuam (AMA-M2), IgG (Anti-AMA-M2
autoantibodies, 1gG)

AHTUTENa K K uuTonnasMaTnyeckum aHtureHam SS-A (60k[a),
IgG (Anti-SS-A-60 autoantibodies, IgG)

AHTUTENa K uMToNnasmarTmyeckomy aHtureHy Jo-1, IgG (Anti-Jo-
1 autoantibodies, IgG)

AHTUTENa K uMTOoNNa3maTm4yecknum aHtureHam SS-B (La), IgG
(Anti-SS-B autoantibodies, IgG)

AHTUTEna k aHtureny Scl-70, IgG (Anti-Scl-70 autoantibodies,
1gG)

AHTUTENa k pubocomaneHomy 6enky P (Rib-P), IgG (Anti-Rib-P
autoantibodies, 1gG)

AHTUTENa Kk NpoTpoM6uHy, IgG/A/M cymMMapHO, KONMYECTBEHHbIN
TecT (Anti-prothrombin, aPT, laG/A/M quantitative)

1090,00
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1200,00
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1490,00
1490,00
2005,00
1490,00
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AHTUTENa Kk 6eTa-2-rnmkonpoTenHy, IgG (Anti-beta-2-

1670 glycoprotein, I1gG) 1490,00
AHTUTEna k 6eTa-2-rnukonpoTenny, IgM (Anti-beta-2-

1671AB2M glycoprotein, IgM) 1610,00
AHTUTENa Kk 6eTa-2-rnmkonpoTtenHy IgA (Anti-beta-2-

1672 glycoprotein, IgA) 1260,00
AHTUTEna k sHTepoumTam, IgG (Anti-enterocyte autoantibodies,

1617 IgG) 2300,00
Onpepenexve aHTUHeNpoHaneHbiX aHTUTen, nukeop (Neuronal

1584CMX antibodies, CSF) 3720,00

6922 O6wwmn Ig E ImmunoCAP 1050,00

6706 MaHenb pasHble anneprexbl 1 2750,00

6707 MaHenb pasHble anneprexbl 2 2750,00

1881 Anneprounn ALEX2 (Allergy Explorer 2), 300 anneprotectos 24015,00
MoneKynsapHbI CKPUHUHT HAa MUKpoaeneumn/ MuKkpogynnankaumm

7642 XpOMOCOM 11800,00
CwvHgpom MapTtuH-benn (reHoamaHocTuka cuHgpomMa nomkon X

7643 XPOMOCOMBbI) 6690,00

7645 MyTtaumu B reHe LDLR 13485,00

7646 MyTtauuu B reHe PCSK9 12265,00

7647 MyTaumsa B reHe APOB100 5060,00
KomnnekcHasi guarHocTvka HacneacTBeHHOM

7649 rmnepxonectepnHeMmm 9680,00

7652 MyTtaumm reHa NOTCH3 12935,00

77701 BonesHb MNapkuHcoHa, KoMnnekcHas AnarHocTuka, Y.m. 10230,00
eHTUHITOHONOAO6HLIE 3a60neBaHnsl, KOMMIeKcHas

77702 AnarHocTuka, 4.Mm. 7290,00

77703 Cwungpom OPMNA, ATN1, y.m. 3970,00
MuToxoHapuarnbHble 3aboneBaHUs, KOMMNEKCHas AuarHocTmKa:

77704 muToxoHapuanbHas OHK, 4y.m. 8735,00

77705 MuoToHunyeckas amctpodusi, Tun 2, CNBP (ZNF9), u.m. 3570,00

77706 Bokosow ammnoTpoduyeckui cknepos, C9orf72, y.m. 5335,00

77707 FeHTUHITOHONOAOGOHOE 3abonesanue, Tun 2, JPH3, y.m. 3970,00
Cnactnyeckas napannerus Wrpiomnens, Tun 4, SPAST (SPG4),

77708 4y.Mm. 8055,00

77709 [eHTMHITOHONOAO6OHOE 3abonesaHue, Tun 4 TBP, y.m. 3970,00

77710 Bokoson amnotpoduueckuii cknepos (BAC), SOD1, m. 8590,00

77711 TopcuonHasa guctoHus, Tun 1, TOR1A (DYT1), 4.m. 3970,00

77712 CnunHouepebennspHble aTakcun, peakne opmbl, Y.M. 8735,00
CviHgpom nomMkomn X-xpoMoCOMbl ¢ Tpemopom/atakcuen, FMR1,

77714 4y.Mm. 3970,00

77715 BonesHb ®abpu, GLA, M. 11710,00

77716 CnunHouepebennspHble aTakcun, YacTble opMbl, Y.M. 8735,00

77797 Oeduumnt anbda-1-aHtutpmuncuna, SERPINAT, y.m. 2435,00

77799 MopaxeHusi neveHn, reHsl ATP7B, PNPLA3, SERPINA1, u.m. 8290,00

77801 HeankoronbHbIn xxmMpoBon renatos, reH. PNPLA3, v.m. 3855,00

1648 PactBopumas fms-nogobHas TnpoauHkmHasa-1 (sFit-1) 4095,00
AsugHocTb aHTuTen kK SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-

1657 2 (RBD) IgG avidity) 480,00
MocTtBakumHanbHble (AnuBakKopoHa, BekTop) aHTuTena kK
SARS-CoV-2 (N-, S-6enkn), SARS-CoV-2-IgG-BekTop,

KayecTBeHHbIN TecT (Post-vaccination (EpiVacCorona Vector)

1639 SARS-CoV-2 (N-, S-proteins) antibodies, 1gG, qualitative) 2290,00
AHTUTEna k kopoHasupycy SARS-CoV-2, IgM (kayecTBeHHOe
onpegenexuve) u IgG (konnyecteeHHoe onpeaenexune) (Anti-

1641/58 SARS-CoV-2, IgM/IgG) 2450,00
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1641/59
1370
OBC164
1689
1690
1680
1682
1675
1685

351

511MXK

AHTUTENa k kopoHaBupycy SARS-CoV-2, IgM (kayecTBeHHOe
onpepenexuve) n IgG (konnyectseHHoe onpegenexune) (Anti-
SARS-CoV-2, IgM/IgG)

KomnnekcHas oLeHHKa OkcuaaTUBHOTO cTpecca

ButamuH D 1 MmuHepanbHbin o6meH (MepekpecTok)
AMMWHOKMCIOTbI B Nfa3me KpoBu

AMUHOKMCIOTBI B Ninasme Kposu, 48 nokasartenemn
XonectepuH He-JIMBI HaTowak (NpoayKT —Npodunb);
XonectepuH He-JMBI1 He HaTowak (NpoayKT —npodune);
PeMHaHTHbIV XONeCcTeEpPUH HaToLLak (MPoayKT —Npodurb);
PeMHaHTHbIN xonecTepuH He HaToLak (MPOAYKT —Npodunb)
JlabopaTopHoe uccnenoBaHue kneuwa ans seiseneHms PHK

BMpyca knewesoro aHuedanura (Tick-borne encephalitis Virus,

TBEV, RNA)

MynbTudokanbHasa buoncua npegcrarensHom xenessl (PG
Prostate gland multifocal biopsy)

Mpocoune MHENO®JIOP BrisiBneHne Bo3byautenen UMMM y

MHBNO®JTI MyXUnH (35KynaT)

51104

51105

OBC171

OBC173

OBC187

MaTonoroaHaTommyeckoe nccregoBaHve onepaLoHHOro
maTtepwuana (8o 6-T1 napadguHoOBbIX GrIOKOB)
MaTonoroaHaToMmm4eckoe nccrenoBaHve onepaLoHHOro
maTepuana (6onee 6-tnm napadHOBLIX O110KOB)
'MNoroHaamam y MyxuyuH

Kapanopuck, CKpUHUHM-New — C BKIIOYEHUEM
BbICOKOYYBCTBUTEMBHOrO TPONOHUHA U HAaTPUIlypeTU4eckoro
ropmoHa (B-tuna) N-koHLeBoro nponentuga

YKeHckuin ropMoHanbHbIN Npodunb: HapyLweHns
MEHCTpYarbHOro LMKIa, CKPUHUHT

OBCB85NE) bepemeHHocTb: 1-14 TpuMecTp (1-13 Hegenun) unu 1-i BU3NT

5999 mopdonorum no Kptorepy)
CekcyanbHas gncdyHkumnsa y my>xdmH. NepernyHoe
OBC201 nabopatopHoe obcnegoBaHne
OBC202 Awxanusbl ans cnpasku B 6accerH
CrtepovgHbin npocunbk B crntoHe (TeCToCTEePOH,
HernapoannaHgpocTtepoH, AHAPOCTEHAMOH, KopTuaon,
1577 KopTtusoH, Sctpaguon, MporectepoH, 17-OH-nporectepoH)
UHrmbutop C1-actepassbl, koHueHTpauus (C1-Esterase Inhibitor,
850 concentration; C1-INH)
BoaopoaHO-MeTaHOBbIN ObIXaTeNbHbIN TECT C NAKTYI030M,
OnarHocTuka cuHgpoma n3bbITouHoro 6akrepnanbHOro pocTa
1304CUBF (CUBP)

Cnepwmorpamma (MccnegoBaHue asKynaTa ¢ OLEeHKON

PRS1-INV TNpeHaTtanbHbifi ckpuHuHr PRISCA 1
PRS2-INV [lNpeHaTtanbHbiv ckpuHuHr PRISCA 2

3802

3324CB

3324POT
3324CIH

3215CB

"pnbkoBble MHMEKUMN - BbISBIIEHWE U TUNUPOBaHUE
BO30yamTenen mmnko3oB pogos Candida, Malassezia,
Saccharomyces n Debaryomyces

Napeosupyc B19 (Parvovirus B19)

MapsoBupyc B19, onpenenenne OHK (cbiBopoTka)

Mapeosupyc B19, onpegenexne OHK (Cockob anuTenvanbHbIx

KIETOK CIM3UCTOWN POTOTTOTKM)
Mapeosupyc B19, onpeanenenne OHK (cntoHa)
Bapuuenna-3octep supyc (Varicella-Zoster virus)

Bupyc Varicella-Zoster, onpepeneHve [JHK B cbiBOpoTKE KpOBU

(Varicella ZosterVirus, DNA, serum)
Bupyc Varicella-Zoster, onpepenexve HK B cockobe
anuTenuanbHblx kneTok koxxu (Varicella Zoster Virus, DNA,

3215KOX scrape of skin epithelial cells)

2450,00
18400,00
3110,00
4790,00
9290,00
515,00
370,00
790,00
790,00
1230,00
6605,00
1720,00
3980,00
3980,00
5830,00
7265,00

3525,00
10100,00

1985,00
2430,00
1060,00
7690,00
3245,00
2990,00

1717,00
1096,00

2690,00

800,00

720,00
720,00

485,00

450,00
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Bupyc Varicella-Zoster, onpeanenenvne OHK B cockobe
anuTenuanbHbIX KNeToK crinamcton potornoTtku (Varicella Zoster

3215POT Virus, DNA, scrape of faucial epithelial cells) 455,00 py6
Bupyc Varicella-Zoster, onpepenexve OHK B cntoHe
3215CNH (VaricellaZosterVirus, DNA, saliva) 450,00 py6

KopoHnaBupyc SARS-CoV-2, onpegenexve PHK B maske co
cnnusucTomn HocornoTtku n potornoTkm (Coronavirus SARS-CoV-2
3320 RNA detection in nasopharyngeal and oropharyngeal smear) 1990,00 py6
Hosble nccnepgosanua 2024
HewnHBasuBHbIN NpeHaTanbHbii TecT (HUMT T21) (Noninvasive

1HUNOT  Prenatal Testing (NIPT trisomy 21)) 21900,00 py6
HevHBasuBHbIN NpeHaTanbHbii TecT (HUMT) - ctanpgapTHas
2HMOT  nawHenb (Noninvasive Prenatal Testing (standart)) 28900,00 py6
HewnHBasuBHbIN NpeHaTanbHbI TecT (HUMMT) - pacumnpeHHas
3HMOT  nawnenb (Noninvasive Prenatal Testing (advanced)) 38900,00 py6
HewnHBasuBHbIN NpeHaTanbHbi TecT (HUMT 6asoBkin) (Non-
4HUNT  Invasive Prenatal Test (base)) 24900,00 py6
SHUMNT HevHBa3MBHOE 4OPOOOBOE ONpeaeneHne OTLOBCTBA 52900,00 py6
HewvHBa3nBHOe JopoaoBOe onpeaerneHne oTLOBCTBA,
S5HUNT-AOC gononHuTenbHbIN y4aCTHUK 30900,00 py6
6024Ab  Anbda-naktansbymuH (nBos d4) (f76), IgE 755,00 py6
6025Ab  KasewH, monoko (nBos d8) (f78), IgE 755,00 py6
6026Ab  beta-naktornobynuH, (nBos d5) (f77), IgE 755,00 py6
Bbepesa 6opopgasyatas, rBet v1 (1215), IgE (Birch, Betula
6027AB  verrucosa, rBet v1 (1215), IgE) 755,00 py6
6028Ab  bBepesa 6opogasyaTas, rBet v2 (t216), IgE 755,00 py6
6029AB  TlonbiHb 06bIkHOBEHHas, nArtv3 (w233), IgE 755,00 py6
6030Ab  Cwmecb annepreHos nneceHn (mmz2), IgE 755,00 py6
6031ABb  [omawHss neinb (Hollister —Stier) (h2), IgE 755,00 py6
6032Ab  Kowka, cbiBOPOTOYHbIM anbbymuH, rFel d2 (e220), IgE 755,00 py6
6033ABb  Cobaka, CbIBOpOTOYHbIN ansbymuH, nCan f3 (e221), IgE 755,00 py6
6034ABb  Bbluni cbiBOpOTOYHbINM anbbymuH, nBos d6 BSA (e204), IgE 755,00 py6
6035ABb  OBanbbymuH, anbbymuH auyHbIA, nGal d2 (f67), IgE 755,00 py6
6036Ab  Osomykoug saunua, nGal d1 (f68), IgE 755,00 py6
6037Ab  KoHanbbymuH gnua, nGal d3 (f69), IgE 755,00 py6
6038ABb  Jlnsoumm sanua, nGal d4 (k208), IgE 755,00 py6
6039AB  Cos, rGly m4 (f353), IgE 755,00 py6
6040Ab  Apaxuc, rAra h8 (f352), IgE 755,00 py6
6041ABb  Malassezia spp. (m227), IgE 755,00 py6
6042Ab  Cwmecb nyrosbix Tpas (gm1), IgE 755,00 py6
6043ABb  Cwmechb nuwieBbix annepreHos (fm21), IgE 755,00 py6
6044ABb  Ap ocbl naTHucTow (i2), IgE 755,00 py6
6045AB  An ocbl obbikHOBeHHOW (i3), IgE 755,00 py6
6046Ab Kowmap (i71), IgE 795,00 py6
6047AB  Ap wepwHs (i75), IgE 755,00 py6
6048ABb  MenuuunnuH V (c2), IgE 795,00 py6
6049AB  Orypeuy (f244), IgE 755,00 py6
6050Ab Asokapo (f96), IgE 755,00 py6
6051ABb  Apbys (f329), IgE 755,00 py6
6052A6  Monoko ko3be (f300), IgE 755,00 py6
6053Ab  Yaw (f222), IgE 755,00 py6
6054Ab AumeHsb (f6), IgE 755,00 py6
6055AB  Abpukoc (f237), IgE 755,00 py6
6056Ab  BuwHs (f242), IgE 755,00 pyo
6057Ab  ManuHa (f111), IgE 755,00 py6
6058Ab6 MaHgapuH (f302), IgE 755,00 py6
6059AB  baknaxaH (f262), IgE 755,00 py6

RANARNAR Rnokknnum (f2RN InF 758 NN nvA



6061AB
6062AB
6063Ab
6064AB
6065Ab
6066Ab
6067Ab
6068Ab
6069AB6
6070Ab
6071AB
6072AB
6073Ab
6074AB
6075Ab
6076Ab

6077AB

6078Ab

6079AB6

6080Ab

6081AB

6082AB

6083AB

6084AB

6085AB

6086Ab

6087ABb
6088Ab

YecHok (f47), IgE

pnbbl (WwamnuHboHbl) (f212), IgE

MopconHeuHuk (w204), IgE

Pomaluka (w206), IgE

CwmopogauHa kpacHas (f322), IgE

Cwmecb nuwieBbix annepreHos (fm2) (Tpecka, kpaboBoe MSACO,
KpeBeTku, mnamm) , IgE

Cwmecb nuwieBbix annepreHos (fm4) (Tpecka, nocock, cenbab,
ckymbpwsi, kambana), IgE

Cwmecb nuwieBbix annepreHos (fm5) (anyHbin 6enok, Monoko
KOpOoBbe, Tpecka, MnileHunLua, apaxumc, coeBble 600bl1), IgE
Cwmecb nuueBbIx annepreHos (fm6) (necHow opex, 6pasunbckui
opex, MMHAanb, KOKOC, rpeukuin opex), IgE

Cwmecb nuuleBbIx annepreHos (fm7) (ropox, dpacons 6enas,
TOMaTbl, MOPKOBb, kapTodens), IgE

Cwmecb nuwesbix annepreHos (fm10) (nweHnua, poxbs, OBeC,
rnoTeH), IgEm

Cwmecb nuweBblx annepreHoB (fm18) anenbCuH, MMMOH,
rpenndpyT, maHgapwvH), IgE

Cwmecb nuwesbix annepreHos (fm22) ceip LBeriuapckui, cbip
Yepnep, cbip C nneceHblo, cbip dgam, ceip Mayaa), IgE

Cwmecb nuuieBbIx annepreHos (fm24) (Tpecka, KpeBeTku, Muanu,
TyHeL, nocock), IgE

Cwmecb nuwesbix annepreHos (fm70) (scTparoH, TUMbSH,
mawiopaH, nobucTok), IgE

Cwmecb nuweBbix annepreHoB (fm71) (TMWH, Kap4amoH,
reosamka, MyckaTHbl opex), IgE

Cwmecb nuwieBblx annepreHoB (fm72) (cemeHa deHxens,
6a3unuk, mbups, aHuc), IgE

Cwmecb nuwesbix annepreHos (fm101) (AM4HbIA Genok, MOMoKo
KOpOBbe, MLeHnLa, POXb, KYKypy3a, AUYHbIN XenToK, a-
nakroans0ymuH, b-naktansOymuH, KaszeuH, rMTeH, cbip Yenep),
IgE

Cwmecb nuweBbix annepreHoB (fm104) (BULWHSA, nepcuk,
abpwkoc, cnuea), IgE

Cwmecb nepbeB ntuy (em1) (rycuHble nepbsi, KypuHble Nepbs,
yTuHble nepbs), IgE

Cwmecb NepbeB AeKOpaTUBHbIX NTUL, (em72) (Nepbs BOMHUCTOrO
nonyranyumka, nepbs ANMHHOXBOCTOrO Momnyras, nepbs
KaHapewnkn, nepbs nonyras xako), IgE

Cwmecb sg08B Hacekombix (im100) (nyena megoHocHas, oca
06bIKHOBEHHAs1, TapakaH-npycak, WepLUueHb eBponenckmn), Ige
CwMechb annepreHoB Mbinblbl AepeBbEB (PaHHee LBETEHNE)
(tm2) (onbxa cepas, 6epesa 6opogasyaTasi, newmHa,
amMepuKaHCK1I siceHb), IgE

Cwmecb annepreHoB MbifbLbl AepeBbeB (MO3AHEE LBETEHMNE)
(tm3) (kneH aceHenUCTHBIN, Ay6, Ba, TOMOMNb TPEXrpaHHhbIn), IgE
Cwmecb annepreHoB MbifbLbl AepeBbEB (PaHHEE LBETEHME)
(tm5) (onbxa cepas, newwmHa, BA3, UBa, TOMOSb TPEXTPAHHBIN),
IgE

Cwmecb annepreHoB MbifbLbl AepeBbeB (MO34Hee LBeTeHne)
(tm6) (kneH aceHenucTHbIN, 6epe3sa bopogasyartas, 6yk, Ayo,
rpeukmi opex), Ige

Cwmecb annepreHoB nnecexln (mm1) (Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Mucor
racemosus, Alternaria alternata (tenuis), IgE

BuHorpan (f259). laE (Grape (f259). IaE)
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6089AB
6090AB
6091AB
6092ABb
6093Ab
6094AB
6095Ab
6096AB
6103Ab
6104AB
6105AB6
6106AB
6107AB
6108AB
6109AB6
6110AB
6111AB
6112ABb
6113AB
6114ABb
6115AB
6116AB
6117AB
6118AB
6119AB
6120ABb
6097Ab
6098AB
6099AB6
6100AB
6101AB
6102AB
6159AB
6144ABb
6148AB
6158ABb
6122AB

6123AB
6124ABb
6125AB
6126ABb
6127AB
6128ABb
6129AB
6130AB
6131AB
6160AB
6161AB
6162AB
6163Ab
6164AB
6165AB6
6166AB
6167AB
6168AB
6169AB6
6170AB
6171AB

KpeBeTka Turposas (f179), IgE (Tiger shrimp (f179) - IgE)
Jlocock/cewmra (f41), IgE (Salmon (f41), IgE)

Cenbgab (f205), IgE (Herring (f205), IgE)

Ckymbpus (f206), IgE (Mackerel (f206), IgE)

Kambana (f254), IgE (Plaice (f254), IgE)

Bpasunbckui opex (f18), IgE (Brazil nut (f18), IgE)
KokocoBbii opex (f36), IgE (Coconut (f36), IgE)
Mpeukunn opex (f256), IgE (Walnut (f256), IgE)

Colp Yepnep (f81), IgE

Chblp ¢ nnecetbto (f82), IgE

Coip 3pam (f150), IgE

Colip MNayaa (f198), IgE

TyHey, (f40), IgE

Kykypy3a (f8), IgE

Cnusa (f255), IgE

OctparoH (TapxyH) (f272), IgE

TumbsH (f273), IgE

MariiopaH (f274), IgE

JTobucTok (f275), IgE

TmuH (f265), IgE

KapgoamoH (f267), IgE

'Bo3amka (f268), IgE

Cewms cenxens (f219), IgE

Basunuik (f269), IgE

Mmbups (f270), IgE

Annc (f271), IgE

lopox (f12), IgE (Pea (f12), IgE)

®acone 6enas (f15), IgE (White bean (f15), IgE)
ObiHs (f87), IgE (Melon (f87), IgE)

Poxb (f5), IgE (Rye (f5), IgE)

nioTeH (f79), IgE (Gluten (f79), IgE)

Coip Weenuapckui (f70), IgE (Swiss cheese (f70), IgE)
KypuHoe msco (f83), IgE

Candida albicans (m5), IgE

LWokonag, (f105), IgE

Osec (f7), IgE

Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE)
Mnesen/Panrpac mHoroneTtHun (g5), IgE (Lolium perenne (g5)
IgE)

OBcanuua nyroeas (g4), IgE (Festula elatior (g4), IgE)
Tumodbeeska nyrosas (g6), IgE (Phleum pratense (g6), IgE)
MsTnuk nyroeow (g8), (IgE Poa pratensis (g8), IgE)
AHaHac(f210), IgE (Ananas comosus (f210), IgE)
Kusm (f84) IgE (Kiwi native (nAct d) 1(f84))

BanaH ( f92), IgE (Banana (f92), IgE)

Mepcuk IgE (f95) (Prunus persica (f95) IgE)
PoamapuH (f335), IgE (Rosmarinus officinalis (f335), IgE)
Pwuc (f9), IgE

Abnoko (f49), IgE

Bepesa 6opopasyatas (13), IgE

MonbiHb 06bIKHOBEHHas (Artemisia vulgaris) (w6), IgE
MonbiHb ropbkas (Artemisia absinthium) (w5), IgE
nuTenun Mopckon ceuHkm (e6), IgE

Mepbs BonHMcTOrO nonyranyuka (e78), IgE

Onutenun u wepcTtb oBubl (€81), IgE

KypuHble nepbs (€85), IgE

BapanuHa (f88), IgE

Mawnro (f91), IgE

AnenbcuH (f33). IaE

1100,00
1100,00
1100,00
1100,00
1100,00
1100,00
1070,00
1100,00
790,00
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1100,00
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1100,00
1040,00
1100,00
740,00
790,00
790,00
790,00
790,00
790,00

790,00
1090,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
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790,00
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790.00
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6173AB
6174ABb
6175AB
6176AB
6177AB
6178ABb
6179AB
6180AB
6132AB
6133AB
6134AB
6135AB
6136AB
6137ABb
6138AB
6139AB
6140AB
6141AB
6142AB
6143AB
6145AB
6146AB
6147AB
6149AB
6150AB
6151AB
6152AB
6153AB
6154ABb
6155AB
6156AB
6157ABb
6181AB
6182ABb
6183AB
6184ABb
6185AB
6186AB

6187ABb
6188AB
6189AB

6190AB
6191AB

6192AB
6193AB
6194AB
6195AB
6196Ab
6197ABb
6198AB
6199AB
6200AB6
6201AB
6202AB
6203AB
6204AB

Monoko kopoBebe (f2), IgE

Dermatophagoides pteronyssinus (d1), IgE
Dermatophagoides farinae (d2), IgE

AnyHbin 6enok (f1), IgE

AnyHbin xenTok (f75), IgE

MweHwnua (f4), IgE

Onutenun cobaku (e2), IgE

Homawnsas neinb (Greer Labs, Inc.) (h1), IgE

Tpecka (f3), IgE

Apaxwuc (f13), IgE

CoeBble 606bI (f14), IgE

dyHayk (f17), IgE

Kpabosoe msico (f23), IgE

KpeseTku (f24), IgE

Tomartbl (f25), IgE

Mopkosb (f31), IgE

TapakaH-npycak (i6), IgE

Penicillium notatum (m1), IgE

Cladosporium herbarum (m2), IgE

Aspergillus fumigatus (m3), IgE

Alternaria alternata (tenuis) (m6), IgE

INatekc (k82), IgE

Mekapckne gpoxokn (f45), IgE

KnybHuka / 3emnsaHuka (f44), IgE

JlInmoH (f208), IgE

MpenndpyT (f209), IgE

peva (f11), IgE

Kanycta 6enokovaHHas (f216), IgE

TeikBa (f225), IgE

CsuHuHa (f26), IgE

loBsiguHa (f27), IgE

KapTtodpens (f35), IgE

MepxoTb nowaaw (e3), IgE

Onbxa cepas (t2), IgE (Alnus incana (t2), IgE)

JlewmHa obbikHoBeHHas (t4), IgE (Corylus avellana (14), IgE)
MopopoxHuk (W9), IgE (Plantago lanceolata (w9), IgE)
Ackapwuga (p1), IgE

Cenbgepen (f85) IgE Celery (f85), IgE

Tononb TpexrpaHHbin (Populus deltoides) (t14), IgE Cottonwood
(Populus deltoides) (t14), IgE

Mpoco (f55), IgE Common Millet (f55), IgE

OpyBanuuk (Taraxacum vulgare) (w8), IgE

Knew, Dermatophagoides microceras (d3), IgE
(Dermatophagoides microceras (d3), IgE)

Ykpon (f277), IgE (Dill (f277), IgE)

MnataH kneHonucTHbI (Platanus acerifolia) (t11), IgE (MnaTaH
kneHonuctHbn (Platanus acerifolia) (t11), IgE)

Msco nHgewiku (f284), IgE (Turkey meat (f284), IgE)
Jlebepna (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE)
Anuo kypuHoe (f245), IgE (Whole egg (f245), IgE)

[y6 (t7), IgE (Oak (Quercus alba) (t7), IgE))

Jlvna (t208), IgE (Tilia cordata (t208), IgE)

Onutenun kponuka (e82), IgE ( Rabbit epithelium (e82), IgE)
Oy6 yepewvaTein (1218), IgE (Quercus robur (t218)), IgE
pywa (f94), IgE (Pear (f94), IgE)

Kakao (f93), IgE (Cocoa (f93), IgE)

Mungans (f20), IgE (Almond (f20), IgE)

MenvumnnuH G (c1), IgE (Penicilloyl G (c1), IgE)

Kodbe (f221), IgE (Coffee (f221), IgE)

790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
690,00
690,00

690,00
690,00
690,00

690,00
690,00

690,00
690,00
690,00
690,00
690,00
690,00
690,00
690,00
690,00
690,00
690,00
690,00
690.00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
pyo
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6

py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
pvo



6207AB
6208AB
6209AB6
6210AB
6211AB
6212AB
6213AB
6214AB
6215AB
6216AB

6217AB
6218AB
6219AB
6220AB

6221AB
6222ABb
6223AB
6224AB
6225AB
6226AB
6227AB
6228AB
6229AB
6230Ab

6231AB
6232AB
6233Ab
6234AB

6235AB
6236Ab
6237AB
6238Ab

6239AB6

6240AB
6241AB
6242AB6
6243AB
6244AB
6245AB

6246AB
6247AB

6248AB
6249AB

6250AB

6251ABb
6252AB

6205AB6

LiseTHas kanycTa (f291), IgE

BpycHuka (f182), IgE (Cowberry (f182), IgE)

lony6uka (f183), IgE (Bog whortleberry (f183), IgE)
YepHuka (f288), IgE (Blueberry (f288), IgE)

Yeuesuua (f235), IgE (Lentil (f235), IgE)

Conog (f90), IgE (Malt (f90), IgE)

Cnapxa (f261), IgE (Asparagus (f261), IgE)

Mepeu cnagkun (f218), IgE (Paprika (f218), IgE)

Kenpoehbin opex (f253), IgE (Pine Nut (f253), IgE)

Csekna (f319), IgE (Beet (f319), IgE)

Cmecb nuLLEeBbIX annepreHoB (nweHuua, oBec, Kykypysa,
KyHXyT, rpeya, fm11), IgE (Mixed food allergen (wheat, oats,
corn, sesame, buckwheat, fm11), IgE)

MepxoTb kowku (e100), IgE (Cat dander (e100), IgE)

Knew, Euroglyphus maynei (d74), IgE

Mepbs nHatoka (e89), IgE Turkey feathers (e89), IgE)
Onutenun n 6enku cbiBOPOTkU M Mo4m kpbickl (€87), IgE (Rat
epithelium, serum proteins + urine proteins IgE (€87), IgE)
JlncoxeocTt nyrosoi (g16), IgE (Meadow foxtail (g16), IgE)
Kabayok/uykunm (f113), IgE (Squash/zucchini (f113), IgE)
Msco kponuka (f213), IgE (Rabbit meat (f213), IgE)

Kopuua (f220), IgE (Cinnamon (f220), IgE)

AmokcuumnnuH (c204), IgE (Amoxicillin (c204), IgE)
Amvnuumnnun (c203), IgE (Ampicillin (c203), IgE)

JTyk (f48), IgE (Onion (f48), IgE)

Onutenun xomska (e84), IgE (Hamster epithelium (e84), IgE)
Onutenun mbiwm (e71), IgE (Mouse epithelium (e71), IgE)

Onutenun wnHwunnel(€208), IgE (Chinchilla epithelium (e208),

IgE)

BubnunoteyHas neinb(h3), IgE (Books dust (h3), IgE)
Kanbmap (f258), IgE (Squid (f258), IgE)

MoTeinb (i73), IgE (Bloodworm (Chironomus spp.) (i73), IgE)
MomeT BonHucTOro nonyranyuka (e77), Ige (Budgerigar
droppings (e77), IgE)

Mepo yTkm (€86), IgE (Duck feathers (e86), IgE)

CocHa obbikHoBeHHas (116), IgE (Pinus sylvestris) (116), IgE)
Koctep (g11), IgE (Bromegrass (Bromus inermis) (g11), IgE)
Kpanusa gsygomHas, (w20), IgE Common nettle (Urtica dioica
(w20), IgE

KneH saceHenuctHbi (1), IgE Maple ash (Acer negundo, t1), IgE

Cobaka nepxotb (e5), IgE Dog dander (e5), IgE

AmMbBpo3unsa obbikHoBeHHas (w1) , IgE

®openb (F204) , IgE Trout (f204), IgE

®uctawkm (F203) , IgE Pistachio nut (f203), IgE

MneceHb Helminthosporium halodes (m8), IgE

MneceHb Mucor racemosus (m4), IgE Mucor racemosus (m4),
IgE

lNycuHble nepbsa (€70) , IgE Goose feathers (e70), IgE

Mepbs anvHHoxBOCTOroO nonyras (€93), IgE Parakeet
feathers(e93), IgE

Mepbs kaHaperikn (€201) , IgE Canarian feathers(e201), IgE
Mepbs nonyras xako (€213) , IgE Grey parrot feathers (e213),
IgE

dnutenun n 6enku ceiBOPOTKU M Mo4M Mbiwm (€88), IgE Mouse

epithelium+serum-urine proteins (e88), IgE
MBa (Salix caprea) (t12), IgE Willow (Salix caprea) (t12), IgE

An nuenbl meaoHocHol (i1), IgE (Honev Bee Venom (i1), IgE)

790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00
790,00

790,00
790,00
790,00
790,00

790,00
790,00
790,00
790,00
755,00
755,00
755,00
755,00
755,00
755,00

755,00
755,00
755,00
755,00

755,00
755,00
755,00
755,00

755,00

755,00
755,00
755,00
755,00
755,00
755,00

755,00
755,00

755,00
755,00

755,00

755,00
755,00

690.00

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6
py6
py6

py6
py6
py6
py6

py6

py6
py6
py6
py6
py6
py6

py6
py6

py6
py6

py6

py6
py6
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6206Ab
OBC196

33127KAJ

33128KAJl

1576
1801
1802
1803
1804
1805

1613
1661
1613/61
37/10
1693
1159
1301
1677
1415
1416
1399
1757
1691

3357
1999

398

360
361
362
364

3364

470
154A

®opmanbgerng (k80), IgE (Formaldehyde/Formalin (k80), IgE)
Crtpecc

OcTpble knweyHble nHdekumn. Onpegenexdne PHK BUpyCHbIX
BO3byauTenen kuwedHbIx MHekumn (Potasmpyc A,
AcTtposupyc, Hoposupyc G |, Hoposupyc G Il) B kane

OcTpble knweyHble nHdekumm. OnpegeneHne 6akrepmanbHbIX U

BMPYCHbIX BO3OYAMTENEN KNLLIEYHBIX MHDEKLMIA
(Kamnunobakrep(tepmodunbHas rpynna),lnrenns n SUKI,
CanbmoHennesl, AgeHoBupyc F, PotaBupyc A, Actposupyc,
Hoposupyc G |, Hoposupyc G Il) B kane

Hosble uccneposanuna 2024_2

Wceneposanne TREC n KREC ansa gnarHocTukm
nmmyHogedmumutos (TREC and KREC analysis for
immunodeficiency diagnostics)

WccnepoBaHue aktuBHoCTM chakTopa |l

VccnepoBaHue akTMBHOCTM chakTopa V

VccnepgoBaHue akTMBHOCTM dhakTopa X

ViccnepoBaHune akTMBHOCTM dhakTopa Xl

WccnepoBaHue aktuBHocTh dhaktopa Xl

ButamuH K2 (MeHaxmHoH-4) (Vitamin K2, Menaquinone-4,
serum)

ButamuH K2, MeHaxuHoH-7, ceiBopoTka (Vitamin K2,
Menaquinone-7, serum)

ButamuH K2: MK-4 n MK-7, ceiBopoTka (Vitamin K2: MK-4 and
MK-7, serum)

Kanbunii KOppekTMPOBaHHbIN NO anbOyMuHy

AMMUMaK B nrasme KpoBu

HedpuvHbl B nnasme Kposu

MperHeHonoH

AcMMeTPUYHBIA aumeTunaprHnHd, AODMA (Asymmetric
dimethylarginine, ADMA)

AnukcabaH, KoHueHTpauums (Apixaban Level)
PuBapokcabaH, koHueHTpauus (Rivaroxaban Level)
BankomuuuH (Vancomycin)

Knonasenam

AMUHOKMCIOTEI Moun, 32 nokasatens (Amino Acids, Random
Urine)

OueHka cocTosHuSA MVIKpOGVIOTbI TONCTOro KUeYyHnka metoaom

MuypP, rect-cucrema KOJIOHO®JTOP-8
KopoTkouenoveyHble X1pHbIE KACMOThI B Kane
WccnenoBaHust coctaBa MUKPOOMOTLI KULLEYHMKA Y AeTeln
meTogom MLP, SHTepodnop detn

OcTpble kueyHble uHdekumn. Kamnunobaktep(TepModusibHas

rpynna)/ Wwurennel u AUKT, onpegenexue AHK B kane
OcTpble kuweyHble nHdekumm. CanbMmoHennsl/AgeHosupyc F,
onpegenexve OHK B kane

OcTpble kuweyHble nHdekumnn. PotaBupyc A/AcTpoBupyc,
onpegenexHne PHK B kane

OcTpble kuweyHble nHdekumn. Hoposupyc G I/Hoposupyc G I,
onpegenexHne PHK B kane

Beisisnenve HK Bo3byauTenel onuctopxo3a B kane
(Opisthorchis felineus DNA)

JlabopaTopHoe uccnenoBaHue knewa ans eoiseneHms JHK

BO30yamTenewn kneweBbix pukkeTcno3o (Detection of pathogen

DNA in ticks: tick-borne rickettsioses)
Rnuiienna-laA (Rriicella 1nA)

690,00
8525,00

1500,00

3000,00

6015,00
2490,00
2490,00
2490,00
2490,00
2490,00

2490,00
2490,00
4490,00
750,00

590,00

2290,00
3845,00
6070,00
2490,00
2890,00
3690,00
3590,00
6690,00

3390,00
2190,00

5590,00

790,00
790,00
790,00
790,00

1090,00

1355,00
ARAN NN

py6
py6

py6

py6

py6
py6
py6
py6
py6
py6

py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6
py6

py6
py6

py6

pyo6
pyo6
pyo6
pyo6

py6

py6

nvA



1630 AsugHocTb anti-EBV IgG-VCA

1547 Bpyuenna-IgM (Brucella, IgM)

1548 Bpyuenna-lgG (Brucella, IgG)
Bupyc nmmyHogedmumTa yenoseka, tun 1 (BUY-1),
onpegenexve PHK (kon.) B cbiBopoTke kpoBu (Human

339 immunodeficiency virus, HIV-1, RNA, quality, Serum)
BakCkpuHYTIM. BbisiBneHve ycnoBHO-NaToreHHbIX
MuKpoopraHuaMoB meTogom MNLP B pexvme peanbHoro

3389 BPEMEHM.

3380 Opnuxus, onpegenenne JHK B uenbHOM kpoBu
Bupyc nanunnomsl yenoseka (BIMY), Beisssnexnve OHK (CKpUHUHP
14 Tvnos BINY BbICOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66 1 68 TMNOB, C
anddepeHumansHbiM onpegeneHvem 16 un 18 Tunos, TecT-

3011 cuctema Peanbect BIMY OHkoCKpuH.
OueHKa CoCTosIHUA MUKPOBOMOTBI TONCTOrO KULLEYHUKA METOOO0M

3363 MuP, Tect-cuctema KOJIOHO®JTIOP-16 MNpemuym
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k

1563 aHTUreHam koluaysen AByycTku Opisthorchis felineus)

OepmaTtodutsl (Trichophyton, Epidermophyton, Microsporum),

3014 onpegenexne HK B o6pa3uax koxu, BONoC, HOITen

4048 MmmyHornobynuHel G (nogknacckl IgG1, 1gG2, 19G3, 1IgG4)

6010 PecnupatopHas naHens PROTIA Allerqy-Q (64 annepreHa)
AHTUHYyKneapHble aHTuTena RNP-70 (Anti-RNP-70

1232 autoantibodies)

AHTWTena k docdhaTnamncepuH-npoTPOMONHOBOMY KOMMMEKCY,
1340AF  cymmapHble IgG, IgM, IgA

AHTUTENa Kknacca IgA k aHTureHam Yersinia enterocolitica n

Yersinia pseudotuberculosis (Anti-Yersinia enterocolitica, Anti-
2381 Yersinia pseudotuberculosis, IgA)

AHTuTena knacca IgG k aHtureHam Yersinia Enterocolitica n

Yersinia Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-

2391 Yersinia Pseudotuberculosis, IgG)
6005 CTadmnoKoKKOBbI SHTEPOTOKCUH A, IgE
6006 CTadnnoKoKKOBbI 3HTEPOTOKCUH B, IgE
6260 MynbTunaHens PROTIA (Multipanel PROTIA)
6011 Atonunyeckas naHens PROTIA Allergy-Q
Cwmecb nuueBbIx annepreHoB 15: anenbcuH, 6aHaH, 96n0ko,
6008 nepcuk, IgE
Cwmecb nuLLEeBbIX annepreHoB 5: AnYHbIN 6enok, MooKo,
6013 Tpecka, MeHNnYHas Myka, apaxuc, coeBble 6066, IgE

Cwmecb annepreHoB gomatuHen noinu 1: Dermatophagoides
pteronyssinus, Dermatophagoides farinae, fjomaluHAS nbine,
6004 TapakaH, IgE
6002W1  Am6posusa (w1), IgE (Ambrosia (w1), IgE)
Cneundunyeckme nmmyHornobynumHel knacca G (IgG) k nuweBbIM
aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens:
1880 Food Xplorer (FOX)).
JTabopaTtopHoe nccnegosaHune aHtTureHa Aspergillus
(ranaktomaHHaH) B cbiBopoTke kpoBu (Aspergillus antigen
278 (galactomannan) in serum)

JTabopaTtopHoe nccnegosaHune aHtureHa Aspergillus
(ranaktomaHHaH) B 6poHxo-aneBeonspHom nasaxe (Aspergillus
279 antigen (galactomannan) in bronchoalveolar lavage)

1460,00
935,00
830,00

7990,00

6390,00
790,00

1390,00
5390,00
905,00
1290,00
14450,00
8490,00

1480,00

1490,00

880,00

880,00

1050,00
1050,00
9990,00
6890,00
2070,00
2070,00

2070,00
790,00

23890,00

7490,00

7490,00

py6
py6
py6

py6

py6
py6

py6
py6
py6
py6
py6
py6
py6

py6

py6

py6
py6
py6
py6
py6
py6
py6

py6
py6

py6

py6

py6



Cwmecb annepreHoB OMaLUHWX rPbI3yHOB: SNUTENNA MOPCKOM
CBWHKW, 3MUTENMUI KpOonmKa, SNUTENNIA XOMSIKa, Kpbica, MblLLb,
IgE (EP70 (E6, E82, E84, E87, E88), Rodents Panel: Guinea Pig
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse,
1070Ab  IgE) 1590,00 py6
nux MLX-uccnegosarue p16INK4a un Ki-67 7475,00 py6
'mcTonormyeckoe uccrnegoBaHne GMONCUMHOrO MaTepuana:
[o6pokavyecTBEHHbIE OMYXOMNM KOXW pasHbIX Nokanuaaumn
SICHOrO reHe3a (manunnombl, HeByCbl, 6opoaaBku)
CockoObl LepBUKanbHOro kaHana v nonoctu matku (6e3
avcnnasum) 1 nokanusauus!;
[obpokavecTBeHHbIE 3ab0neBaHNs MOTOYHON Xene3bl 6e3

51103 ancnnasum (PKb,cpnbpoaneHoma), MNMnaveHTa 3980,00 pyb6
BroncuitHoe nccnegoBaHWe CAM3NCTON XXernyaka no cTaHaapTy

580CINBb wmexayHapoaHow knaccudukaumm OLGA-system 6990,00 py6
McTonormyeckoe uccrefoBaHne onepaLnoHHOro maTtepuana

511TM3M> mono4Hon Xenesbl ¢ MUKpodoTorpaguen 9674,00 pyb6
McTonormyeckoe uccrnefoBaHne onepaLyoHHOro maTtepuana

511TMBOMT MArkoTKaHHbIX onyxonen ¢ MukpodoTorpaduen 5183,00 pyb6
McTonormyeckoe uccrefoBaHne onepaLuoHHOro matepuana

511MMBOLULY wmToBmMaHOM xenesbl ¢ MUKpodoTorpaduen 6189,00 pyb

Mmctonorndeckoe uccneposaxue | K (cocko® 13 uepBuKansHOro
KaHana, nonun Wewkn maTky, nonun enaranvuwa, éuontat
50011 Bnaranuwia) 734,00 py6
vcTonornyeckoe uccnegosaxue Il K (cockob 13 nonoctun matku,
nonunel Tena mMaTtku, GuonTaT LWekn MmaTku, buonTaT ByNnbBbl,
KOHAMWNOMbI, MAnWmombl, NynoBUHA, NMaueHTa, NrnogHble
50021 0b0noukm) 639,00 py6

Mmctonorundeckoe uccneposaxue |l K (werika matkn, MaToYHbIE
TPYObl, SUYHUKKN, KUCTbI AMYHUKOB, NapaoBapuarbHbIe U
5003llI napaTtybapHble KNCTbl, MMIOMATO3HbIE Y31bl) 858,00 py6
'cTonornyeckoe uccnegosaxuve IV K (maTka, werika MaTku,
MaTO4YHble TPYObl, ANYHMKN, BOMBLLION CanbHUK B pasnmnyHbIX
50041V COYeTaHUAX) 870,00 pyo
Mmctonormnyeckoe uccneposanue V K (onyxonu,
MMMYHOMaTONornyeckne NpoLecchl, onyxonenogobHble
npouecchl, 6oMe3HN CUCTEMbI KPOBU 1 KPOBETBOPHLIX OPraHoB, ¢
NPUMEHEHNEM AeKanbumHaummn 1 (Mnu) 4ONOMHUTENbHbIX

5005V MeTOA0B OKpaLUMBaHWS) 810,00 py6
MMMmyHOrMcToXMmmnyeckas amarHoctuka HosoobpasoBaHui

552 XKenygovHOo-KMLLIEYHOro TpakTa. 15190,00 py6
MMMmyHOrMcToxmmmnyeckas amarHoctuka HosoobpasoBaHui

553 nerkoro 15190,00 py6
MMMmyHOrMcToXMmmnyeckas amarHoctuka HosoobpasoBaHui

556 OpPraHoOB >XEHCKOW penpoayKTUBHOW CUCTEMBI. 20190,00 py6
MonekynspHo-reHeTu4eckoe nccriefoBaHne npu MenaHome

5501 (BRAF, NRAS) 16310,00 py6
MonekynspHo-reHeTu4eckoe nccnegosaxue npu GIST-

5502 onyxonsx (cKIT, PDGFRa) 17135,00 py6

'McTonornyeckoe nccnefoBaHve CTaHAAPTU3NPOBAHHOM
MynbTUdOKanbHOW 6MONCUMU Npu BOCNAnMUTENbHbIX

51101 3aboneBaHNAX KMLLEYHUKA. 7990,00 py6
CraHpgapTusoBaHHOe Mopdorornyeckoe nccnegoBaHue
51106 CNM3NCTON 0BOMOYKM TOHKOW KULLKW Ha uennakuio (H&E). 10090,00 py6

Mwukpobuonormuyeckoe nccnefoBaHie 0TAENAEMOro HKHUX
492 AblxaTenbHbIX NyTeN Ha rpubbl (ApoXokeBble N MyuuenunbHele)  1290,00 py6



CrpenTokokk rpynnbl B (Streptococcus group B, S.agalactiae) B
354KOXK  cockobe anutenuanbHbIX KNETOK KOXK 700,00 pyo

CrpenTokokk rpynnbl B (Streptococcus group B, S.agalactiae) B
354POT  cockobe anuTenunarnbHbIX KNETOK CAIN3UCTON POTOrNOTKM. 700,00 py6

CrpenTokokk rpynnbl B (Streptococcus group B, S.agalactiae) B
354MNPK  cockobe anuTenmanbHbIX KNETOK CIIM3UCTON NPSIMON KULLIKA 700,00 py6

Crpentokokk rpynnbl B (Streptococcus group B, S.agalactiae), B

354YPO  cockobe anutenuarnbHbIX KNeToK yporeHMTansHoro Tpakta 700,00 py6
CrpenTokokk rpynnbl B (Streptococcus group B, S.agalactiae) B
354MO4Y  move 700,00 py6

MonekynsipHo-reHeTu4Yeckoe nccnegoBaHne onepaumMoHHOro
mMaTepuana WUTOBUAHOW Xene3abl A5 onpeaeneHust MyTauun
reHoB KRAS, NRAS, HRAS, BRAF, TERT (Molecular genetic
study of thyroid surgical material to determine mutations of

582 KRAS, NRAS, HRAS, BRAF, TERT genes) 13640,00 py6
KoHcyrnbTaTUBHBIN MPOCMOTP Y MOMEKYNAPHO-reHeTu4eckoe
583 ncecneanoBaHue LWUTOBUAHON Xenesbl 15215,00 py6

AHanus oTHocuTenbHOM akcnpeccun reHa BCR/ABL p190,
konuyecteeHHasa RQ MLUP (B peansHom BpemeHnn) (PCR
analysis of the relative expression of the BCR/ABL p190 gene —
7655 quantitative RQ PCR (real time)) 7970,00 py6

MyTaumoHHbIN cTaTyc reHoB BapnabenbHbIX y4acTKoB
777702  nmmyHornobynuHos (IGHV), MUP (IGHV mutational status, PCR 18890,00 py6
MUP aHanns xumepHoro reHa BCR-ABL-1(9;22) (p230)

7306 (ka4yecTBEHHO) 7990,00 py6

777797  T[eHeTudeckas naHenb "2 genes"” 3690,00 py6

777798  [eHeTudeckas naHenb "Light" 6900,00 py6

777799  leHeTudeckas naHenb "MyNeuro" 8900,00 pyb6

7777100 T[eHeTuyeckas naHenb "MyWellness" 19900,00 py6
eHeTnyeckasa AmarHoCTUKa KNETOYHOro CTapeHns (usmepeHve

7019 ONWHBI Tenomep) 9500,00 py6

139IMH  [ecTo3bl U heToNNaueHTapHass HeAOCTaTOYHOCTb 11770,00 py6
[ecTo3bl 1 peTonnaueHTapHas HeAoCTaTO4HOCTL (6e3

139IMH/B{ onncaHnsa pesynbTaTtoB BPaYoOM-reHeTUKOM) 10805,00 py6

HacnepncTtBeHHble criydaun paka MONOYHOW xenesbl U/unnm
anyHnkos CHEK2, NBS1 (Hereditary Breast and/or Ovarian
1551 Cancer) 4900,00 py6
HacnepncTteeHHble criydan paka MONOYHOW xenesbl U/nnm
anyHnkos CHEK2, NBS1 (Hereditary Breast and/or Ovarian

155IT/B3 Cancer) (6e3 onvcaHns pesynbTaToB BpayoM-reHEeTUKOM) 4440,00 py6
HacnepncTtBeHHble crniydaun paka npeacTaTenbHou xenesbl (reH

7648 HOXB13) (Hereditary prostate cancer (HOXB13 gene 4890,00 py6
MonekynsipHO-reHeTu4eckoe nuccrnegoBaHue npu

5504 konopekTtansHoM pake (MSI, BRAF, KRAS, NRAS) 24500,00 py6
eHOTUNMpPOBaHWE gurnaponMpumMuauH aernaporeHassl (DPYD)

7623 (Dihydropyrimidine dehydrogenase (DPYD)) 4890,00 py6

Lintoxpom CYP2C19: ren CYP2C19/Untoxpom P450 2C19.
"eHoTMnnpoBaHne no mapkepy CYP2C19 (Cytochrome
CYP2C19: gene CYP2C19/Cytochrome P450 2C19. Genotyping

7622 for the CYP2C19 marker) 3090,00 py6
77802 Mcopwnas, TunuposaHne HLA-Cw6 3990,00 py6
77800 BbonesHb bexyeta, TunuposaHne HLA B51 3835,00 pyb6

7069 BonesHb BunbcoHa-KoHoBanosa, 3k3om 69800,00 py6



7021

7022

7023

7620

7621

7658

7659

7660

7300

7301

7302

7303

7304

7307

7308

7309

7310

7311

7314

7315

7316

7317

OwnarHocTtuka 6eta-Tanaccemun n remornobuHonatui (reH HBB)
OwnarHoctuka TTR-amunongosa (cekBeHMpoBaHue 2-4 3k30HOB
reHa TTR)

OwnarHoctuka anbga-tanaccemun (reHsl HBA1, HBA2, HS-40)
HacnepncTtBeHHble doopMbl naHkpeaTuta (reHbl PRSS1, SPINK1)
(Hereditary pancreatitis (PRSS1, SPINK1 genes))

®pykTo3emus (reH ALDOB) (Hereditary fructose intolerance
(ALDOB gene))

HacnepcrteeHHas saHOoTenuanbHas AUCTpogusa porosuLibl -
anctpodusa dykca (reH TCF4) (Fuchs endothelial dystrophy
(gene TCF4))

KomnnekcHas gnarHoctuka yBeutos (HLA-B27, HLA-B51, HLA-
A29) (Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29))
BonesHb MNMomne (reH GAA) (Pompe disease (GAA gene))
Onpepenenne mytauun B reHe CFTR meTtogom
cekBeHunpoBaHus criegytorero nokonexus (NGS) B kposu ans
OMarHoCTMKM MyKOBMUCLIMA03a, HACNeACTBEHHOMO NaHKpeaTmTa u
CFTR-accounMpoBaHOro BpoXaEHHOro ABYCTOPOHHETO
OTCYTCTBUSI CEMSIBLIHOCSILLENO NPOTOKA.

Onpepenexve mytauuii B reHax LDLR, APOB, PCSKO9,
LDLRAP1 gnsa anarHOCTUKM CEMENHOW rMnepxonecTtepmHeMmm
MEeTOAOM CEKBEHUPOBaHUA crnepytolero nokoneHusa (NGS) B
KpoBU

Onpepenexve mytauuii B reHax BRCA1, BRCA2 metogom
cekBeHnpoBaHus criegytowero nokoneHus (NGS) B 6uoncmimnHom
mMaTepuane u Kposu

Onpepenenne mytauun B reHax BRCA1, BRCA2, ATM, PALB2,
CHEK2 meTonoM cekBeHMPOBaHWSA CneayoLero NokoneHus
(NGS) B 6broncmmHoM maTepuane n KpoBu

OwnarHocTuka aytoBocnanurenbHbix 3abonesaHnn (11 reHoB)
MeTOAOM CEeKBEeHUpOBaHuA crneaytolero nokoneHusa (NGS) B
KPOBMU

KomnnekcHoe obcrnegoBaHue npy 6ecnnognn y xeHwmuH
(nHakTuBaums X xpomocombl, CAG-noBTopbI B reHe AR 1
onpepeneHve npegakcnaHcum B reHe FMR1)

FopMoHarnbHas YyBCTBUMTENbHOCTb aHAPOreHOBOro peLenTopa
(CAG-noBTopel, AR)

KomnnekcHasi reHeTM4eckas guarHocTmka cuHapoma
nonukmcTtosa anyHukos (CIMKA)

InarHoctmka reMonmMTn4eckon aHeMmm, accoLMMpPOBaHHOM C
HeJoCTaTOYHOCTbLIO NMPYBaTKUHA3b! (3k30HbI 3,5,7,8,10,11 reHa
PKLR)

[narHocTnka reMonmMTUYeCKon aHeEMMM, aCCOLIMMPOBAHHOW C
He0CTaTOYHOCTLIO FMtoko3a-6 docdaT-gernaporeHasbl (reH
G6PD)

MonekynsapHo-reHeTu4eckas AnarHoCTuka HeoCTaTO4YHOCTH
npotenHa C npu Tpombodumnum (reH PROC)
MonekynsapHo-reHeTUu4ecKkas AnarHoCTuKa HeOCTaTOYHOCTH
npoteuHa S npu TpoMmbodmnun (3k3oHbl 5,6,11,12,13,14,15 reHa
PROS1)

MonekynsipHo-reHeTu4eckasn AuarHoCTuKa He4oCTaTOYHOCTU
aHTuTpombuHa lll npn Tpombodmnum (ren SERPINC1)
[narHoctuka TpaH3MEeHTHOW HELOCTAaTOYHOCTU aHTUTpombuHa Il
npu Tpombodunusax (p.Ala416Ser, p.Arg79His, p.Pro73Leu,
p.Val30Glu)

10910,00
10910,00
10910,00
3690,00

3690,00

4890,00

8490,00

9490,00

38900,00

52790,00

38900,00

46900,00

43900,00

8490,00
4790,00

8390,00

10190,00

10190,00

9590,00

9590,00

9590,00

4290,00

pyo6
pyo6
pyo6
pyo6

py6

py6

py6

py6

py6

py6

py6

py6

py6

py6
py6

py6

py6

py6

py6

py6

py6

py6



7318

7319
7320

KomnnekcHoe nccnenosaHve HegoCTaTouHOCTH nNpoTenHa C,

npoTenHa S n aHTutTpombuHa lll npn Tpombodnnmm (3k3oHbI 2, 7

reHa SERPINC1, ak30oHbl 11, 12 reHa PROS1, ak30HbI 3, 7 reHa

PROC) 10890,00 py6
CraTtuHbl, hapmakoreHeTuka (CMMBacTaTUH, NIOBacTaTuH,
aTopBacTaTVH,NUTaBacTaTWH, NpaBacTaTuH, po3yBacTaTuH,

dnyBacTaTuH) 9090,00 py6
WpuHoTepkaH (reH UGT1A y.m.) 3390,00 py6



